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Resumo

Andressa Temperine de Oliveira Marre

Aderéncia de bactérias do género Prevotella a moléculas da matriz extracellular
humana

Orientador: Leandro Araujo Lobo

Resumo da Monografia apresentada no Instituto de Microbiologia Paulo de Goes
da Universidade Federal do Rio de Janeiro, como parte dos requisitos necessarios
para obtengdo do titulo de Bacharel em Ciéncias Bioldgicas: Microbiologia e
Imunologia e aprovagdo no RCS Trabalho de Conclusdo de Curso.

Prevotella é uma bacteria Gram-negativa, anaerdbia, que esta associada com infecgdes
oportunistas na cavidade oral, vaginal e trato gastrointestinal. A adesdo a tecidos do
hospedeiro é considerada um passo fundamental para o inicio de um processo infeccioso
e persisténcia. P. intermedia, P. melaninogenica e P. nigrescens requerem uma
capacidade de ades&o para iniciar a colonizagdo na regido sulco gingival e induzir um
quadro de periodontite. Esse estudo teve como objetivo avaliar a interagdo entre
Prevotella spp. e componentes da MEC, e também identificar os ligantes bacterianos
responsaveis por essa adesdo. Inicialmente, laminina foi imobilizada em laminulas de
vidro e desafiadas com diferentes concentragbes de bactérias. Os resultados
preliminares demonstraram a adesdo de forma dose dependente de P. nigrescens e P.
melaninogenica. O resultado mostra uma média de bactérias aderidas em 10 campos de
0,049 mm? escolhidos aleatoriamente e contados com o programa Image J. Para P.
melaninogenica, de 599,5 Bac/CV na concentragdo de 5.107 CFU/mL, 141 Bac/CV na
concentragdo de 107 CFU/mL e a adesio no controle negativo (BSA) foi de 38 Bac/CV
na concentracio de 108 CFU/mL. Em P. nigrescens, a média obtida foi de 316,6
Bac/CV na concentragio de 5.10" CFU/mL, 1554 Bac/CV na concentragio de 107
CFU/mL, e a adesdo ao controle negativo (BSA) foi de 98,1 Bac/CV na concentragdo de
108 CFU/mL. Testes com P. intermedia ndo demonstraram adesdo a laminina. Para
identificacdo dos ligantes, foi realizada uma extracdo de proteinas de membrana externa
(PMEs) que foi visualizada por eletroforese e técnicas de coloracéo sensiveis. Essas
proteinas foram submetidas a uma coluna de afinidade por cromatografia que consiste
em laminina immobilizada em Sefarose NHS-ativada. As proteinas eluidas da coluna
foram submetidas a analise por SDS-PAGE e coloragdo com nitrato de prata e azul de
coomassie coloidal. As bandas e as amostras eluidas passaram por um processo de
digestéo com tripsina e enviadas para analise de espectometria de massas. Os resultados
indicam que as espéceis de P. nigrescens e P. melaninogenica sdo capazes de se aderir a
laminina, e P. nigrescens possui uma proteina com funcéo de adesina. O estudo nos
permitird entender os mecanismos envolvidos no processo de adesdo bacteriana a
tecidos do hospedeiro e ajudar a estabelecer novas estratégias para prevenir essa
colonizacéo.

Palavras-chave: Laminina, Adesdo, Prevotella, Matriz Extracelular



ABSTRACT

Andressa Temperine de Oliveira Marre

Recognition of extracellular matrix by pathogenic oral Prevotella ssp

Orientador: Leandro Araujo Lobo

Abstract da Monografia apresentada no Instituto de Microbiologia Paulo de Goes
da Universidade Federal do Rio de Janeiro, como parte dos requisitos necessarios
para obtengdo do titulo de Bacharel em Ciéncias Bioldgicas: Microbiologia e
Imunologia e aprovagdo no RCS Trabalho de Concluséo de Curso.

Prevotella is a Gram-negative anaerobic bacteria associated with opportunist infections
in oral, vaginal and gastrointestinal tract. Host tissue adhesion is considered the
fundamental step to an infectious process and persistence. P. intermedia, P.
melaninogenica and P. nigrescens require a strong adhesion capacity in the gingival
sulcus to initiate colonization and induce an oral disease. This study aims to evaluate the
interaction between Prevotella spp. with ECM components and identify the bacterial
ligands responsible for this adherence. Initially, we immobilized laminin on glass slides
and challenged with different concentrations of bacteria. Binding of P. nigrescens
increased with inoculum concentration on a dose-dependent manner. An average of
317.4 bacterial per microscope field of view was observed with an inoculum
concentration of 108 CFU/ml whereas, 316.6 for 5x10° CFU/ml and 155.4 for 107
CFU/ml. Adhesion to the negative control (BSA) at a concentration of 102 CFU/ml was
98.1. Similar results were observed in P. melaninogenica. Tests with P. intermedia
showed lesser adhesion to laminin. For identification of bacterial ligands, extraction of
outer membrane proteins (OMPs) was performed. Enriched OMP fractions were
visualized by SDS-PAGE and different patterns of OMP were observed among the
strains analyzed. These proteins were subjected to an affinity chromatography column
consisting of laminin immobilized on NHS-activated Sepharose. The proteins eluted
from the column were subjected to SDS-PAGE and stained with silver nitrate. The
eluted samples were digested with trypsin and sent to mass spectrometry analysis. Our
results indicate that P. nigrescens and P. melaninogenica strains are capable of adhesion
to laminin and P. nigrescens has a protein, wich has an adhesion function. Our study
will allow us to understand the mechanisms involved in bacterial adhesion to host
tissues and may help the development of new strategies to prevent this colonization.

Keywords: Laminin, Adhesion, Proteins
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1. INTRODUCAO

1.1 Componentes da Matriz Extracelular

A matriz extracelular (MEC) é um complexo de macromoléculas que
formamuma estrutura especifica que varia de tecido para tecido e que pode ser
encontrada em organismos multicelulares. Avangcos no sequenciamento do genoma
humano tem permitido rastrear a evolucdo da MEC, e estudos recentes revelaram que
alguns dominios proteicos, e proteinas com caracteristicas semelhantes as da MEC
humana existem em organismos unicelulares (Hynes, 2012). Ainda, a elaboracdo de
proteinas e a propria matriz ¢ amplamente encontrada nas espécies do reino Metazoa
(Keeley e Mecham 2013).

Sua estrutura e organizacdo complexa sdo fundamentais para diversos processos
bioldgicos, tais como: crescimento, migracdo, diferenciacdo, morfogénese,
sobrevivéncia e homeostase das células eucariéticas (Frantz, Stewart e Weaver, 2010).
Cada tecido possui uma constituicdo de MEC especifica, com isso as macromoléculas
que constituem a MEC desenvolveram propriedades estruturais e quimicas que sdo
particularmente adequadas as fungBes bioldgicas nos respectivos tecidos. Essas
macromoléculas possuem dominios de ligagdo para fatores de crescimento e
quimiocinas, estabelecem um complexo para adesdo e formam barreiras de difuséo entre
diferentes camadas celulares (Mouw, Ou e Weaver, 2014). Assim, moléculas da MEC
funcionam como suporte para as células e sdo participantes ativos na sinalizacéo para
controlar o comportamento celular. Todos os tipos de células dos tecidos epiteliais (ex:
fibroblastos, células imunes, células endoteliais) sintetizam e secretam macromoléculas

da MEC sobre o controle de multiplos sinais (Theocharis et al., 2015).

Duas classes principais de macromoléculas formam a MEC: (i) proteinas
fibrosas, incluindo colagenos e elastinas, e (ii) glicoproteinas, incluindo fibronectina e
laminina, proteoglicanas e glicosaminoglicanas (GAGS), as quais sdo altamente 4cidas e
formam uma substancia hidratada, onde as proteinas fibrosas estdo embebidas. Os
maiores constituintes da MEC nos tecidos fibrosos e cartilaginosos séo o colageno tipo |

e I, respectivamente (Aumailley e Gayraund, 1998). Esses tipos de colageno se



associam a outros tipos de colagenos, proteinas da MEC e proteoglicanas para construir
grandes estruturas fibrilares (Theocharis et al., 2015). Essas estruturas moleculares
estdo interconectadas com as moléculas da MEC, se associam entre si e constituem uma

rede tridimensional complexa da matriz (Theocharis et al., 2012).

As proteinas fibrosas, dentre elas o colageno e a elastina, sdo responsaveis pela
organizagdo da matriz através da ligacdo da mesma a células que nela estdo embebidas.
Colagenos sdo as principais proteinas da MEC e as mais predominantes. Durante
décadas de pesquisa foram descobertos 28 diferentes tipos de coldgeno e cada tipo €
composto de homotrimeros ou heterotrimeros (Deshmukh et al., 2016). Suas principais
funcdes séo fornecer resisténcia a tecidos, suporte, ligacdo entre células e moléculas da
matriz e fortalecer a juncéo entre epitélio e tecido (Deshmukh et al., 2016). As fibras
formadas pela proteina elastina sdo grandes estruturas da MEC, que fornecem retragéo
aos tecidos que sofrem alongamento, tais como, vasos sanguineos, pulmdes, coracao,

ligamentos, entre outros (Theocharis et al., 2012).

As proteoglicanas estdo localizadas em torno das células e sdo encontradas em
abundancia na cartilagem e na MEC neural. Sao proteinas glicosiladas com cadeias de
GAGs. A funcdo primaria das proteoglicanas deriva das caracteristicas bioquimicas e
hidrodinamicas das moléculas de GAGs, que se ligam a agua para proporcionar
hidratagdo e resisténcia a compressdo (Mouw, Ou e Weaver, 2014). S8o caracterizados
por terem uma proteina central que estd covalentemente ligada a GAGs e podem ser
classificados em subtipos com base na estrutura das cadeias de GAGs e na densidade
dessas cadeias ao longo da proteina central (Cui et al., 2013; Schwartz e Domowicz,
2004). As estruturas, e consequentemente, as funcdes das proteoglicanas na MEC
dependem da expressdo de proteinas nucleares através do reticulo endoplasmatico e da
montagem de cadeias de GAGs ligadas a proteina central mediada pelo Golgi. As
proteoglicanas podem ser classificadas em quatro classes: proteoglicanas intracelulares,
proteoglicanas de superficie celular, proteoglicanas da membrana basal-pericelular e

proteoglicanas extracelulares (lozzo e Schaefer, 2015).

As proteoglicanas da superficie celular possuem duas subfamilias principais,
sidecanas e glipicanas. Elas se encontram na superficie da célula e carreiam
principalmente cadeias de sulfato de heparana (HS). Proteoglicanas da membrana basal-

pericelular possuem cadeias HS e estdo intimamente associadas a células através de



receptores ancorados na membrana, como integrinas. Essas proteoglicanas fazem parte
da membrana basal. Os membros dessa classe séo as perlecanas, agrinas e colageno tipo
XV e XVIII (Theocharis et al., 2015).

As proteoglicanas extracelulares sdo subdividas em hilectanas, que constituem
0s componentes principais da cartilagem, vasos sanguineos e sistema nervoso central
(Mouw, Ou e Weaver, 2014). Essa subclasse de proteoglicana se liga ao &cido
hialurénio (AH) formando complexos supramoleculares de alta viscosidade. Dentro das
hilectanas, se encontram agrecanas, versicanas, neurocanas e brevicanas que possuem
caracteristicas estruturais em comum. A segunda subclasse sdo as pequenas
proteoglicanas ricas em leucinas que possuem diversas funcfes bioldgicas como,
interagir com diversos colagenos, regular a fibrilogénese de coldgeno e modular vias de
sinalizagdo celular através da ligacdo a receptores de tirosina cinase e receptores de
imunidade inata. Essa classe de proteoglicanas também pode ser encontrada na
circulagdo e em fluidos corporais (Chen e Birk, 2013; Theocharis et al., 2015; lozzo e
Schaefer, 2015). As pequenas proteoglicanas ricas em leucinas séo divididas em classes;
da classe | a 11l sdo chamadas de candnicas e a classe IV e V sdo ndo-canénicas e ndo
possuem cadeias de GAGs, mas compartilham homologia estrutural e varias
propriedades funcionais com as proteoglicanas da classe de pequenas leucinas. A classe
I consiste em decorina, biglicana e asporina, a classe Il contém fibromodulina,
queratocano e osteoaderina, a classe Il contém opiticina, osteoglicina, entre diversas
outras proteoglicanas (Theocharis et al., 2015). A Gltima subclasse é da familia de genes
Testecanas/SPOCK (Sethi e Zaia, 2017). SPOCK possui uma estrutura similar a
perlecanas e agrinas, com cinco dominios. Estudos mostraram que SPOCKSs estdo

envolvidos na regulagdo neuronal (Schnepp et al., 2005.; Dhamija et al., 2014).

As GAGs sdo heteropolissacarideos carregados negativamente, que contém
dissacarideos repetidos, compostos principalmente de dois agticares modificados, N-
acetil-D-galactosamina ou N-acetil-D-glucosamina e um &cido urdnico (acido D-
glucuronico ou &cido L-idurbnico) (Theocharis et al., 2015). Os principais tipos de
glicosaminoglicanos incluem: &cido hialurénico (HA), sulfato de heparana (HS), sulfato
de condroitina (CS), sulfato de dermatana (DS) e sulfato de keratana (KS) (Cui et al.,
2013; Zhang, 2010; Deepa et al., 2006; Simon e Parish, 2013; Sethi e Zaia, 2017). Em
geral, cada cadeia de GAGs é um mosaico de dissacarideos de nimero e estrutura

variavel. Elas desempenham papéis essenciais em todas as areas da fisiologia, através de



suas propriedades biofisicas e capacidade de ligacdo a fatores de crescimento e

receptores de fatores de crescimento (Sethi e Zaia, 2017).

1.1.1 Membrana Basal

Um tipo especializado de MEC é a membrana basal ou Iamina basal, sendo
uma camada muito fina, de 50 a 125 nanémetros, formada por um complexo proteico,
localizada no lado basal de cada epitélio (Pozzi, Yurchenco e lozzo, 2016) (Figura 1). A
lamina basal separa as monocamadas de tecido conjuntivo subjacente, fornece suporte
estrutural as células, e influencia e modifica o comportamento celular através de
sinalizagdo externa (Lebleu, MacDonald e Kalluri, 2007). Essa estrutura funciona como
uma extensdo da membrana plasmatica e protege os tecidos de tensGes bioguimicas,
biofisicas e medeia a comunicacdo entre célula e tecido, e entre células e ambiente
externo (Yurchenco, 2011). A arquitetura de cada membrana basal é Unica e difere de
tecido para tecido, sendo tdo diversa quanto suas fungdes bioldgicas, proporcionam
suporte estrutural e organiza as monocamadas celulares durante o desenvolvimento de
tecidos (Lebleu, MacDonald e Kalluri, 2007).
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Figura 1: Membrana Basal. A — epitélio de revestimento; B- membrana basal, com aumento
demonstrando como se organiza essa rede de sustentacdo da célula, com os principais componentes,
laminina, fibronectina, perlecanas, nidogénio, proteoglicanas e colageno tipo 1V; C- Tecido conjuntivo.

Através da microscopia eletrbnica de cortes teciduais finos impregnados com
metais pesados e fixadas com glutaraldeido, a membrana basal é tipicamente vista como
uma camada densa de elétrons (lamina densa), sendo separada da membrana plasmatica
por uma camada translicida (lamina lucida) (Yurchenco, 2011). A lamina densa é
geralmente uniforme, sua espessura varia de 15 a 125 nandmetros, de acordo com o
tecido e as espécies. E considerada a parte mais importante uma vez que a auséncia da
lamina densa pode ser considerada como a auséncia da membrana basal. A lamina
licida é a parte mais exterior da membrana basal, se situando proximo a membrana
plasmatica das células. E uma camada muito fina, variando de 15 a 65 nanémetros e

atravessada por apéndices filamentosos (Inoue, 1989).



Estudos bioquimicos foram realizados no fim dos anos 70, com objetivo de
elucidar os componentes da membrana basal, utilizando o modelo de sarcoma
Engelbrecht Holm-Swarm (EHS) em camundongos (Orkin et al., 1977; Chung,
Freeman e Braginski, 1977). Esses estudos levaram ao isolamento de grandes
quantidades de laminina (Timpl et al., 1979; Chung et al., 1979), colégeno tipo IV
(Kleinman et al., 1982), nidogénio (Timpl et al., 1983), e perlecana (Hassell et al.,
1980) permitindo a elucidacdo e compreensdo das propriedades bioquimicas, interativas
das células e da estrutura e funcdo da membrana basal a nivel molecular. Os principais
componentes da membrana basal que séo responsaveis pela arquitetura e pela formagéao
de uma matriz, sdo isoformas de coldgeno tipo IV, laminina, nidogénio/entactina,

perlecana e proteoglicanas (Lebleu, MacDonald e Kalluri, 2007).

A laminina e as isoformas de colageno tipo 1V se montam individualmente em
superestruturas essenciais para estabilidade da membrana basal (Poschl et al.,2004;
Miner et al., 2004). Esses dois componentes possuem diferencas na sua montagem,
ligagdo ao receptor e/ou liga¢do cruzada, que pode permitir variagdes na estrutura final,
sinalizagdo e estabilidade (Yurchenco, 2011). Nidogénio/entactina e perlecana formam
uma ponte com a laminina enquanto as fibras de coldgeno formam redes que aumentam
a estabilidade e influenciam na integridade estrutural da membrana basal. As lamininas
formam folhetos na superficie da célula recrutando lamininas sollveis. Essa estrutura é
reforgada através da interagdo entre as cadeias de diferentes moléculas de laminina e
pela ligacéo entre a regido globular da laminina e receptores da superficie celular, como
integrinas e distroglicanas (Yurchenco e Schittny, 1990; Takagi et al., 2003). As redes
de colageno IV estabilizam a lamina basal através de suas ligagdes cruzadas covalentes
(Yurchenco, 2011). Proteoglicanas sulfatadas, como agrinas, perlecanas e colageno tipo
XVIII, podem se incorporar na lamina basal e fornecer carga negativa e fatores de

crescimento (lozzo, Zoeller e Nystrom, 2009) (Figura 2).
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Figura 2: Interagdes entre a molécula de laminina e seus receptores. Interacdes entre Moléculas da
MEC na membrana basal. Laminina se liga a superficie celular através de receptores como integrina e
distroglicana. Agrina e colageno tipo XVIII se ligam na regi&o coiled-coil da laminina. Perlecana também
se liga a distroglicana e a colageno tipo V. Nidogénio se liga a colageno tipo 1V e a coldgeno tipo XVIII.
E o colageno tipo XVIII se liga a perlecana.

Existem diversos outros componentes que podem ser encontrados na
membrana basal, incluindo fibulina, agrina, colageno tipo XV, colageno tipo XVIII,
fibronectina, proteina de membrana basal 90 (BM-90) (Lebleu, MacDonald e Kalluri,
2007), ureina, bamacano, papilina, netrinas e outros (Yurchenco, 2011). Além disso, a
membrana basal contém proteinas matricelulares, como osteonectina/SPARC (proteina
secretada acida e rica em cisteina) /BM-40 e nefronectina, que fornecem funcgdes
adicionais, muitas vezes especificas de tecidos, mas que nao sdo essenciais para
montagem ou arquitetura da membrana (Murphy-Ullrich e Sage, 2014). Esses
componentes em menor quantidade sdo essenciais para especificidade e

heterogeneidade da l&mina basal em cada tecido. Diversos fatores de



crescimento/morfogénicos pertencentes a familia TGFp sédo encontrados na membrana
basal (principalmente nas cadeias de proteoglicanos sulfato de heparana) e atuam
proporcionando sinais especificos a células que estdo ligadas a membrana basal (Pozzi,
Yurchenco e lozzo, 2016). Todos esses componentes, organizados ou associados a
membrana basal, fornecem suporte a células e tecidos, e atuam como uma base de

sinalizagdo complexa.

O colageno é uma proteina trimérica fibrosa que compde e fornece estrutura
para 0s 0ssos, tenddes, pele, cartilagem e outros tecidos conjuntivos, sendo a principal
substancia do tecido conjuntivo. Vertebrados possuem pelo menos 45 genes de
colageno que formam uma familia de 28 proteinas conhecidas até 0 momento (Gordon e
Hahn 2010; Ricard-Blum, 2011). As moléculas de colageno sdo formadas pela
associacdo de trés cadeias polipeptidicas, conhecidas como cadeias o que estdo
dispostas em forma de tripla hélice. Essas cadeias podem se rearranjar de forma idéntica
(colagenos homotrimeros) ou diferente (coladgenos hetrotrimeros). As moléculas de
colageno possuem cerca de 300 nandmetros de comprimento e 1,5 nandmetros de
espessura (Deshmukh et al., 2016). Cada tipo de colageno pode ser classificado pela sua

funcdo, organizacdo molecular e arquitetura.

Colageno tipo IV é um dos componentes mais abundantes da Iamina basal.
Existem trés heterotrimeros de colageno tipo 1V, cada um possui uma longa molécula
tripla helicoidal (400 nandmetros) com dobras ao longo de seu comprimento e
terminando em um dominio globular (NC1). O tipo mais comum, que pode ser
encontrado em quase todas as membranas basais, consiste em duas subunidades al e
uma subunidade a2. Os trimeros de colageno tipo 1V se montam e formam uma rede
ramificada com varias cadeias que consistem em dimeros NC1, tetrameros
aminoterminais e associa¢des laterais (Timpl et al., 1981; Yurchenco e Furthmayr,
1984; Siebold et al., 1987; Yurchenco e Ruben., 1987). Os diferentes tipos de interaces
entre os protdmeros de colageno tipo IV formam uma estrutura Unica, essencial para a

formagdo da membrana basal (Lebleu, MacDonald e Kalluri, 2007).

O modelo de sarcoma EHS em camundongos foi fundamental para entender
quais sdo os principais componentes da membrana basal. Atualmente esse modelo tem
sido utilizado em estudos in vitro e in vivo. Em 1986 Kleinman e colaboradores

trabalharam com extratos do tumor EHS, nesse estudo, grande parte da matriz foi



extraida utilizando ureia 2 M, centrifugada e dializado com PBS (Kleinman et al, 1986).
A solucdo resultante quando aquecida a 37 °C formou um gel transparente e forte. Esse
gel recebeu o nome de matrigel por John Hassell (Hospital Shriner para criangas Tampa,
FL). Os principais componentes do matrigel sdo: colageno tipo IV, laminina-111,
entactina e HS. Fatores de crescimento também foram identificados: TGFp (fator de
crescimento transformador beta), FGF (fator de crescimento fibroblastico), EGF (fator
de crescimento epidermal), PDGF (fator de crescimento derivado de plaquetas) e IGF
(fator de crescimento semelhante a insulina) (Kleinman e Martin, 2005). Diferentes
tipos de matrigel podem ser formados, com maior quantidade de colageno, laminina, ou
sem fatores de crescimento.

Em estudos in vitro, matrigel pode ser utilizado de diversas formas; pode-se
estudar reguladores de angiogénse, reguladores de genes (Arderiu et al., 2012; Yang et
al., 2012; Gao et al., 2013) e invasdo celular (Albini e Noonan, 2014). Em culturas
tridimensionais de tumor, pode ser utilizado para estudar diferenciagdo, explantes, co-
cultura e esferoides tumorais multicelulares (Charoen et al., 2014; Weiss et al., 2012;
Lambert et al., 2006), que mimetizam além da arquitetura do tumor, expressao de genes
e resposta a farmacos. Em pesquisas in vivo pode ser usado em Xxenoenxerto com
objetivo de aumentar o crescimento de células tumorais, células de medula tumorais e
células ndo tumorais (Benton et al., 2011). Matrigel também pode ser utilizado em
estudos que queiram mimetizar a adesdo bacteriana a MEC (Sanchez et al., 2009; Lobo,
2006), inibicdo da adesdo bacteriana (Horie et al., 2002) e invasdo de bactérias
(Lahteenmaki et al., 1995; Andrian, Grenier e Rouabhia, 2004). Esse modelo pode ser
importante para definir em quais moléculas bacterianas conseguem se aderir e como

bactérias interagem com a membrana basal.

1.1.2 Laminina

A laminina € um importante constituinte da membrana basal, sendo uma das
proteinas mais expressas da MEC (Durbeej, 2010). Possui diversas fungfes, como
embriogénese, maturagdo vascular e desenvolvimento muscular (Colognato e
Yurchenco, 2000; Miner et al., 2004; Hallmann et al., 2005; Yao, 2016). Eum grupo de
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glicoproteinas heterométricas em forma de T ou em forma de cruz, de aproximadamente
400 a 900 kDA, formada por uma cadeia o, uma e uma vy. Diferentes combinagdes
dessas cadeias originam um grande nimero de moléculas de laminina (Durbeej, 2010).
Em ratos e humanos foram identificadas cinco cadeias o, quatro B e trés y (Aumailley et
al., 2005). As subunidades de laminina podem montar até 45 isoformas de laminina.
Entretanto, at¢ o momento apenas 18 moléculas de laminina foram descritas em
mamiferos e dentre essas 18, trés isoformas ainda necessitam de confirmagdo (Durbeej,
2010).

Cada cadeia consiste em dominios globulares de laminina (LG), repeti¢des
chamadas fatores de crescimento epidermal (LE) e um dominio trimérico em espiral
enovelada (coiled-coil) (Aumailley et al., 2005). O dominio globular inclui o dominio
N-terminal de laminina (LN), o dominio globular de laminina four (LF) e dominio
globular de laminina 4 (L4). As cadeias separadas sdo mantidas unidas pelas regides
coiled-coil por pontes dissulfeto (Ekblom, Lonai e Talts, 2003; Miner e Yurchenco,
2004). A isoforma mais estudada é a laminina-111, sendo composta por alplyl
(Ekblom, Lonai e Talts, 2003). A cadeia al, cont¢ém um dominio LN na regido N-
terminal, seguido por dominios globulares alternados de L4 e LE, um dominio coiled-
coil e cinco dominios LG homélogos na regido C-terminal. As cadeias B e 7,
comparadas com a cadeia a, possuem dominios similares na regido N-terminal, mas ndo

possuem dominios LG na regido C-terminal (Aumailley et al, 2005).

Essa isoforma se liga a moléculas da MEC e possui em sua estrutura, locais de
ligacdo a nidogénio, agrina, perlecanas, fibrilina-1, heparina e sulfatides (Durbeej,
2010). Na molécula de laminina, os sitios que sdo responsaveis pela interagdo laminina-
MEC, estdo localizados nas cadeias curtas das trés subunidades (Durbeej, 2010). A
interagdo laminina-receptor ocorre nos dominios N e C-terminal da cadeia o. (Miner e
Yurchenco, 2004). Dentro do reticulo endoplasmatico rugoso, subunidades de lamininas
individuais sdo glicosiladas com oligossacarideo manose no dominio N-terminal, a
glicosilacdo estabiliza as subunidades e protege os produtos da degradagdo (Morita,
Sugimoto e Kitagawa, 1985). Apds a glicosilagdo, uma vez secretadas, as lamininas
junto com outras proteinas da MEC, incluindo coléageno IV e nidogénio, formam a
chamada membrana basal. Ndo se sabe ao certo o mecanismo de formacdo da
membrana basal, mas acredita-se que a ligagdo laminina-nidogénio tenha uma

importante funcdo nesse processo (Kohfeldt et al., 1998).
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1.2 Adeséo bacteriana

O processo de adesdo bacteriana a superficies celulares tem sido estudado ha
mais de 100 anos. Em 1908, Guyot descobriu que a espécie Escherichia coli poderia
causar hemaglutinagdo (Guyot, 1908). Ciquenta anos depois, em 1957, Duguid e Gillies
demonstraram que as fimbrias (descobertas por Houwink e van Iterson em 1949 através
de microscopia eletronica) conseguem se aderir a células animais (Houwink e van
Iterson, 1949; Duguid e Gillies., 1957). No fim do século, diversos estudos ja haviam
identificado que existem estruturas especificas que medeiam a adeséo, conhecidas como
adesinas (Ofek et al., 1975; Nesbitt et al., 1982). Atualmente, a relacdo entre o tropismo
bacteriano, patogénese de infeccdes e a capacidade de adesdo é bem estabelecida para
diversas espécies (Satterwhite et al., 1978; Scheld, Valone e Sande, 1978; Silverblatt,
1974; Watt e Ward, 1980). Estudos visando a identificacdo de receptores especificos
para adesinas em tecidos e células (Leffler e Svanborg-Eden, 1980; Ofek, Mirelman e
Sharon, 1977; Simpson e Beachey, 1983) e terapias anti-adesdo se apresentam como

uma maneira alternativa de tratar infecgdes (Rutter e Jones, 1973).

No ambiente, diversas bactérias estdo associadas a superficies por meio de
adesinas que lhes permite resistir a remogao fisica, como por forgas de cisilhamento
heterodindmico (Klemm e Schembr, 2000). Em humanos e outros animais, a adesdo é
vista como um passo crucial para o estabelecimento de uma infeccdo, uma vez que
bactérias aderidas ndo séo eliminadas por mecanismos de limpeza, como peristaltismo e
movimento ciliar, ou mecanismos do sistema imune. A adesdo bacteriana a superficies
do hospedeiro confere vantagens como a permanéncia no ambiente extracelular,
colonizacdo ou uma eventual internalizagdo para compartimentos extracelulares, com
objetivo de escapar de mecanismos de defesa do hospedeiro (Ofeck, Hasty e Doyle,
2003). Bactérias desenvolveram diversos mecanismos de interagdo com as células
hospedeiras e vias de sinalizacdo celular para facilitar a colonizacdo. Quando elas
entram em contato com a superficie das células hospedeiras, detectam alteraces nas
propriedades fisico-quimicas no ambiente e podem alterar drasticamente sua fisiologia
para responder e adaptar-se (Stones e Krachler, 2016). Essas adaptacGes podem afetar o
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metabolismo bacteriano, respiragdo, mecanismos de viruléncia e a regulacdo da

colonizacéo (Stones e Krachler, 2016).

O processo de adeséo ocorre em diversas etapas: a superficie bacteriana, assim
como substratos adesivos em células e tecidos animais, possuem caracteristicas de
superficie negativas, dessa forma, as bactérias devem superar as forcas repulsivas
(Ofeck, Hasty e Doyle, 2003). Acredita-se que isso possa ser conseguido através de
determinantes hidrofébicos que conduzem a adesdo fraca e reversivel. A adesdo firme e
irreversivel é o resultado de etapas sucessivas em que adesinas estereoespecificas se
ligam a receptores localizados na superficie do hospedeiro. As forcas fisicas que
impulsionam as intera¢es adesivas podem ser interacGes idnicas e forcas de repulséo
ou atracdo, ligacBes de hidrogénio, efeito hidrofébico e complexos de coordenagdo

envolvendo ions metélicos multivalentes (Ofeck, Hasty e Doyle, 2003).

A superficie bacteriana é altamente especializada e uma de suas principais
finalidades é adesdo. Inimeras estruturas sdo capazes de mediar ades6es especificas ou
inespecificas, as mais conhecidas sdo fimbrias, pili, invasinas, sistema de secre¢do do
tipo 111 e proteinas de membrana externa (Klemm e Schembr, 2000). Em alguns casos
estruturas bacterianas mimetizam estruturas que se ligariam normalmente a receptores
do hospedeiro, como a invasina de Yersinia que se liga a integrinas (Isberg, VVoorhis e
Falkow, 1987). Também existe o caso especial da proteina Tir de EPEC/STEC, a qual é
injetada pela bactéria no interior da célula eucaridtica e migra para sua membrana, onde
servird como receptor para outra proteina de superficie bacteriana (Lai et al., 2013).
Esses exemplos ajudam a entender que adesinas bacterianas sdo adaptadas para

colonizacéo em locais especificos e 0s seus mecanismos sdo muito bem conservados.

Foram descritos trés tipos principais de intera¢do adesina-receptor (Ofeck, Hasty
e Doyle, 2003). O primeiro tipo de interagdo é a ligagdo de lectinas com estruturas de
carboidratos. Esse tipo de interacdo pode ocorrer quando a lectina esta na superficie da
célula bacteriana ou do hospedeiro (Ofek e Doyle, 1994), sendo mais
predominantemente encontrado na superficie bacteriana, sendo o maior grupo de
adesinas ja descrito. O segundo tipo de interagdo, envolve o reconhecimento entre
proteinas bacterianas e proteinas complementares no hospedeiro (Ofeck, Hasty e Doyle,
2003). Essa interacdo pode envolver bactérias capazes de se ligar a componentes da

MEC, como colageno, fibronectina, laminina, entre outras (Lantz et al., 1985; Emtidy et
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al., 1989; Wang et al., 2016; Yu et al., 2006). O terceiro tipo envolve ligagbes que
ocorrem entre as hidrofobinas, que normalmente é a interacdo entre porgdes
hidrofébicas de lipoproteinas, geralmente, é uma adesdo fraca e reversivel (Ofeck,
Hasty e Doyle, 2003).

A ligagdo de bactérias a superficies de mucosas é um passo critico na patogénese
de muitas infeccBes. Para algumas bactérias que infectam tecidos mucosos, como trato
respiratorio, trato urinario e trato gastrointestinal, a expressdo de adesinas especificas é
um importante fator de viruléncia. Impedir que uma bactéria consiga se aderir e
colonizar um tecido especifico pela inibicdo do reconhecimento de receptores mediado
por adesinas, pode vir a ser o suficiente para torna-la menos virulenta. A relagéo entre
viruléncia e adesdo se tornou mais clara em experimentos realizados na década de 70
por Smith e Linggod, com a adesdo da cepa de E. coli produtora do pili K-88 & mucosa
intestinal de leitdes (Smith e Linggood, 1971). Neste estudo, as cepas ndo produtoras da
adesina K-88 nédo levavam a quadros de diarreia tdo frequentemente como cepas que
possuiam a K-88. A clonagem de um plasmideo carreando o gene que codifica a adesina
K-88 em cepas ndo produtoras, demonstrou que essa adesina é essencial para
colonizacdo de E. coli no intestino, levando a quadros diarreicos (Smith e Linggood,
1971). Outro exemplo a se destacar é a fimbria tipo 1V de Neisseria gonorrhoeae, essa
proteina € um importante fator de viruléncia, pois a adesdo mediada por essa fimbria
seria 0 passo essencial para a invasdo e transcitose de células epiteliais (Davies,
Koomey e Seifert, 1994).

Adesinas bacterianas também estéo envolvidas em processos de invasdo por
patégenos intracelulares. A invasina SipB (proteina B) de Salmonella enterica serovar
Typhimurium, desempenha um papel importante na eficiéncia da invasdo de Spl-I.
Foram construidos mutantes de delegdo para analise e entendimento dessa invasina na
patogenicidade da espécie S. typhimurium. Os resultados mostraram que a delegdo de
SipB ndo altera o crescimento dessa bactéria, mas quando comparado a cepa parental S.
typhimurium (SL1344), a adesdo, invasdo e viruléncia do mutante é muito reduzida. Isso
indica que a invasina SipB é essencial na patogenicidade dessa espécie bacteriana (Chen
et al., 2015).

Outro exemplo de como adesinas podem ter papel importante na patogénese, € a

adesina VpadF de Vibrio parahaemolyticus, sendo conhecida por ser um causador de
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gastroenterite relacionada a ingestéo de frutos do mar, além de septicemia e infecgBes
em feridas (Liu e Chen, 2015). Essa adesina consegue reconhecer fibrinogénio e
fibronectina. A dele¢do de VpadF em V. parahaemolyticus prejudicou a toxicidade e a
capacidade de ligacdo a células epiteliais, e atenuou a sua viruléncia em modelo murino.
Esses resultados indicam que a adesina VpadF pode vir a ser um mecanismo de
viruléncia muito importante no estabelecimento da infeccdo da espécie V.

parahaemolyticus (Liu e Chen, 2015).

1.2.1 Adesdo mediada por proteinas de membrana externa (PMEs)

O envelope celular de bactérias Gram negativas é composto por uma
membrana interna e uma membrana externa (Tamm, Hong e Liang, 2004). Essas duas
membranas s8o separadas pelo periplasma, que possui uma camada de peptideoglicana.
A  membrana interna  é uma bicamada fosfolipidica, constituida por
glicerolfosfolipideos, que formam uma barreira de permeabilidade entre o exterior e 0
interior da célula e realizam funcfes metabolicas. A membrana externa é assimétrica e
possui uma composi¢do Unica. O folheto externo é constituido de lipopolissacarideos
(LPS), uma molécula altamente negativa que esta exposta na superficie celular, porém
seu folheto interno é composto do mesmo fosfolipidio presente na membrana interna
(Tamm, Hong e Liang, 2004).

A membrana externa funciona como uma barreira de permeabilidade de
bactérias Gram negativas contra agentes nocivos, como antibidticos e sais biliares
(Tommassen, 2010). Essa membrana também abriga lipoproteinas e proteinas de
membrana integrais, conhecidas como proteinas de membrana externa (PME). Além das
proteinas integrais, a membrana externa também possui lipoproteinas ancoradas a
membrana, via regido lipidica N-terminal (Tommassen, 2010). PMEs possuem uma
arquitetura peculiar, em geral elas se organizam no formato cilindrico de um barril, o
chamado barril-f, que estd embebido na bicamada lipidica. A estrutura tridimensional
do barril-p é composta por folhas-B orientadas de forma anti-pararela. Essas proteinas

sdo anfipéticas, ja que as folhas-p sdo dominios hidrofobicos ligados entre si através de
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voltas (loops) hidrofilicas que estdo localizados na superficie e no citoplasma. Proteinas

do tipo barril-p sio comumente encontradas ainda em cloroplastos ¢ mitocondrias.

Bactérias Gram negativas precisam que sua membrana externa esteja estavel
para que possam colonizar diversos ambientes, como solo, 4gua, humanos e outros
animas, podendo ser comensais ou patégenos (Nikaido, 2003). Diversas PMEs ja foram
descritas como responsaveis por adesdo a MEC: BB0172 de Borrelia burgdorferi que se
liga a integrina a3p1 (Wood et al., 2013), outra PME de B. burgdorferi é a BmpA que
possui um papel importante no decorrer da infeccéo se ligando a moléculas da MEC,
como a laminina. A proteina de membrana externa P1 de Haemophilus influenzae
medeia adesdo a células epiteliais do trato respiratorio (Tchoupa., et al 2015) e quatro
PMEs de Fusobacterium necrophorum medeiam sua adesdo a células endoteliais

bovinas.

Através de experimentos de delecdo de genes, foi possivel entender as fungdes
da proteina de membrana externa de Tannerella forsythia, OmpA Tf1331, que é
responsavel pela adesdo a fibronectina (Abe et al., 2011). Em 2012, Pinne, Matsunaga
e Haake demonstraram através da técnica de microarranjo que PMEs de seis espécies do
género Leptospira conseguem se ligar & fibronectina. Trés PMEs, Omp-A, TonB
dependente (familia de proteinas barril-B) e Omp 34 kilodaltons, foram identificadas
como ligantes a fibronectina na espécie Acinetobacter baumannii (Smani, McConnell
e Pachon et al, 2012).

1.2.2 Adesdo a proteinas da matriz extracelular

Durante anos, autores tem demonstrado que componentes da MEC séo alvos
em potencial para adesdo de bactérias patogénicas (Vercellotti et al., 1985; Paulsson,
Ljung e Wadstron, 1992; Ruggiero e Koch, 2008). Essas moléculas da MEC podem ser
expostas por meio de ferimentos na mucosa que podem ser adquiridos de diversas
formas, como por escovagdo, cortes e rompimento do epitélio (Figura 3). Como dito
anteriormente, a adesdo mediada pela interacdo proteina-proteina pode envolver
bactérias que se aderem a MEC. Existem muitas proteinas bacterianas diferentes que

conseguem reconhecer e se ligar a um ou mais componentes da MEC (Patti et al.,
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1994). Em funcdo da diversidade, essas estruturas microbianas passaram a ser chamadas
de MSCRAMMSs (Microbial Surface Components Recognizing Adhesive Matrix
Molecules/componentes de superficie microbiana que reconhecem moléculas adesivas
da matriz) (Patti et al., 1994).

Para caracterizar uma molécula como MSCRAMM, ela deve estar na
superficie da célula bacteriana, deve reconhecer e se ligar a macromoléculas
encontradas na MEC, e esse reconhecimento e ligacdo deve ser de alta afinidade. Uma
Unica MSCRAMM pode se ligar a mais de uma molécula da MEC, como a proteina de
membrana externa de Yersinia enteropatogénica YadA que se liga a colageno, laminina
e a uma isoforma de fibronectina (Emtidy et al., 1989). Outro exemplo é a proteina
FnBPA de Staphylococcus aureus que se liga a fibronectina e elastina (Keane et al.,
2007).

A presenca de MSCRAMM s j4 foi descrita em diversas espécies de bactérias
Gram positivas. Um protétipo de uma nova subfamilia de MSCRAMM, SesJ, foi
identificado em espécies de Staphylococcus coagulase negativo, sendo expresso
constitutivamente na superficie de Staphylococcus epidermidis (Arora et al., 2016).
Adesinas de Lysteria monocytogenes participam da ligacdo a fibronectina e possuem
envolvimento no desenrolar da infecgdo. Acredita-se que a ligagcdo a fibronectina
funcione como um escape do reconhecimento pelo sistema imune e pode permitir a
internalizacdo da bactéria (Gillot, André e Content, 1999). A proteina de camada S,
BslA, da espécie bacteriana Bacillus anthracis, interage com a MEC pela ligagdo a
laminina (Wang et al., 2016). Chia, Yeh e Chen, em 2000, identificaram uma proteina
de superficie de Streptococcus mutans, FBP-130, capaz de se ligar a fibronectina e se
aderir a células endoteliais in vitro. E uma bactéria muito conhecida por colonizar a
cavidade oral e ser responsdvel por diversas infeccbes nesse sitio, como céries, e
acredita-se que os eventos de adesdo na cavidade oral e invasdo a células endoteliais,
ocorram através da proteina FBP-130 (Chia, Yeh e Chen, 2000).

A capacidade de adesdo também ja foi descrita em bactérias Gram negativas,
sendo fimbrias as adesinas mais comumente expressas. Sua estrutura filamentosa esta
ancorada a membrana externa e seu fator de adeséo ou adesina esta localizada na regido
da ponta da sua superficie conferindo especificidade. Algumas fimbrias, como fimbrias

do tipo 1V, funcionam n&o apenas na adesdo, mas também como uma forca de contragdo
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que proporciona a bactéria melhor contato com a superficie alvo (Pizarro-Cerda e
Cossart, 2006). Em Bordetella pertusis, a presenca da fimbria (FIM) e a hemaglutinina
filamentosa (FHA) podem ser antigenos protetores e eficazes, com potencial para uso,
em vacinas contra coqueluche em uma proxima geracdo (Scheller e Cotter, 2015). Em
2008, Ong e colaboradores identificaram uma fimbria tipo Il que pode estar
relacionada a formacao de biofilme em cepas de EXPEC — E coli que causa infeccOes

extra-intestinais (Ong et al., 2008).

Como citada anteriormente, a exposicdo de moléculas da matriz por algum
trauma pode ser uma forma de bactérias oportunistas se aderirem e causarem uma
posterior infeccdo. A adesdo bacteriana a molécula de laminina ja foi descrita em
diversas espécies e pode ser vista como um importante passo para invasdo do
hospedeiro. Uma vez que ap6s o rompimento do epitélio, a membrana basal fica
exposta, patoégenos podem se ligar a moléculas de laminina e comecar o processo de
colonizacdo e posteriormente uma infeccdo. A habilidade de ligagdo a MEC pode ser
importante uma vez que ultrapassando essa barreira, patogenos podem chegar a tecidos
mais profundos e a corrente sanguinea. Diversas bactérias possuem proteinas de
superficie que sdo conhecidas por se aderir a laminina, como Yersinia enterocolitica e
Yersinia pestis (a partir da PME) Ail (Yamashita et al., 2011), Streptococcus agalactiae
com a adesina Lmb (Spellerberg et al., 1999), proteina Tp0136 de Treponema pallidum
(Brinkman et al., 2008). Eiring e colaboradores em 1995 demonstraram que cepas de
Bacteroides fragilis conseguem se aderir melhor a laminina que outras espécies
clinicamente relevantes, como Bacteroides thetaiotaomicron e Bacteroides ovatus
(Eiring et al., 1995).

A adesdo da bactéria Helicobacter pylori a laminina foi recentemente atribuida a
ligagdo da PME SabA (molécula de ligagdo a acido sialico) a porcdes siélicas na
molécula de laminina. Essas porg¢des ainda ndo foram elucidadas, porém essa PME pode
ter um reconhecimento mais amplo de &cido silico, se ligando a regides que podem

estar presentes na laminina (Walz et al 2005).

A Proteina F de H. influenzae consegue mediar a adesdo a moléculas de
laminina e células epiteliais pulmonares de humanos. Analises com peptideos sintéticos
e proteinas recombinantes demonstraram que a regido N-terminal da proteina F contém

a porgdo que interage com as moléculas do hospedeiro. Além disso, a proteina F foi
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encontrada em todas as cepas clinicas isoladas recentemente e os mutantes isogénicos
para proteina F (NTHiAhpf) apresentaram uma significativa redu¢do na ligacdo a

laminina e células epiteliais (Jalalvand et al 2013).
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Figura 3: Destruicdo do epitélio e ligacdo a moléculas da MEC. llustracdo da entrada de bactérias a
partir de um rompimento no epitélio e exposi¢do de moléculas da MEC como colageno tipo 1V,
Laminina, entre outras a patdgenos.

1.2.3 Adesdo de bactérias anaeroébias
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Em 1861, Louis Pasteur fez o primeiro cultivo de uma bactéria anaerébia, hoje
em dia conhecida como Clostridium septicum. Porém, desde os tempos de Hipdcrates,
ja houveram descri¢Bes de organismos que conseguiam viver na auséncia de oxigénio.
Isso demonstra que esses microrganismos sempre coexistiram e evoluiram com seu
hospedeiro e sempre tiveram um papel importante na microbiologia clinica. Por serem
microrganismos de dificil cultivo e isolamento, apenas nos Gltimos anos essas espécies
bacterianas comecaram a ter um destaque maior na clinica médica, através do
aprimoramento de técnicas de deteccdo, cultivo e identificacdo, sendo essencial para
muitas das etapas de processamento dos espécimes clinicos a manutencdo de uma

atmosfera diferenciada para sobrevivéncia microbiana (Garcia-Sanchez et al, 2015).

Esse grupo microbiano € constituido por importantes componentes da
microbiota intestinal e de outros sitios, atuando na producédo de proteinas, protegendo
contra invasdo de outros patogenos e tendo papel fundamental na regulagdo e ativacdo
do sistema imune (Sekirov et al., 2010). Bactérias anaerdbias tambhém tém sido descritas
como possiveis probidticos, principalmente o género Bifidobacterium. As bactérias que
compde esse género conseguem colonizar muito bem o intestino de humanos, insetos e
outros animais (Mitsuoka, 1992). Por conta dessa colonizacéo, essas bactérias previnem
a adesdo de patdgenos a mucosa intestinal, além de produzir vitaminas e metabolitos
necessarios para o hospedeiro (Chen, Wang e Zhang, 2010). Essas bactérias também séo
utilizadas para fins biotecnoldgicos, como, biodegradacdo (degradacéo de substancias
aromaticas e/ou halogenadas), biossintese (fermentacBes normais e modificadas) e
biotransformacgdo (producdo de compostos quirais, através de uma série processos)
(Morris, 1994). A presenga de bactérias do género Lactobacillus na microbiota da
cavidade vaginal esté associada a saide da mulher, uma vez que essas bactérias mantem
0 pH acido da regido, assim, protegendo contra patogenos (Borges, Silva e Teixeira,
2014). Esses estudos demonstram como bactérias anaerdbias sdo importantes tanto para

0s humanos, quanto para outros animais e para 0 uso em biotecnologia.

Porém, estas bactérias também tém sido associadas como agentes de diversos
processos infecciosos no trato gastrointestinal, respiratério e geniturinario feminino,
como patdgenos Unicos ou em associagdo com outros microrganismos facultativos ou

anaerobios. Esses microrganismos estdo associados a diversas infeccdes nas vias aéreas
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inferiores, como, pneumonia, abscesso pulmonar, pneumonia necrotizante e empiema
(Bartlett, 2012). Também podem estar associados a infec¢des nos membros inferiores
de pacientes com diabetes, sendo infec¢bes que podem levar a perda de mobilidade e até
morte (Charles et al 2015). Anaerdbios estéo relacionados a bacteremias, em criangas,
recém-nascidos e adultos. Essas infeccfes normalmente sdo polimicrobianas e estdo
relacionadas a diversos fatores, como imunossupressdo, diabetes, uso de medicamentos,
cirurgia, insuficiéncia renal cronica, entre outros (Brook, 2010). Diversas revisdes
relacionam bactérias anaerdbias a quadros de endocardite e pericardite, como possivel
causa dessas infecgdes (Brook, 2009; 2008; 2002; Kentos et al., 1994).

Diversos mecanismos de viruléncia j& foram descritos para bactérias
anaerdbias. Como a presenca de uma céapsula polissacaridea, em B. fragilis, que
demonstrou ser um fator muito importante na inducéo de abscessos (Tzianabos, Kasper
e Onderdonk, 1995). A presenca da capsula também foi descrita no género
Fusobacterium (Brook e Walker, 1985 e 1986), Prevotella e Porphyromonas (Brook,
1994) e na espécie Clostridioides difficile (Davies e Borrielo, 1990). Outro fator de
viruléncia séo as toxinas, presentes em diversas espécies do género Clostridium (Alves
et al., 2013; Kuehne et al., 2010; Sirigi Reddy et al., 2014; Barash e Arnon, 2014) e
também do género Bacteroides (Myers et al., 1984). Enzimas e polissacarideos séo
fatores de viruléncia também descritos e conhecidos (Hofstad, 1992). Dois fatores de
extrema importancia sdo as fimbrias e as proteinas de membrana externa, presentes em
bactérias Gram negativas. Esses dois fatores sdo essenciais para etapas como adesao
dessas bactérias a superficies tanto bidticas quanto abidticas, e como dito anteriormente,
a adesdo é um dos passos essenciais para colonizagdo e posterior estabelecimento de

uma infecgdo.

Alguns estudos demonstraram a capacidade de adesdo de bactérias anaerdbias a
componentes da MEC, por exemplo, a espécie C. difficile, conhecida pelo aparecimento
de cepas hipervirulentas nos Gltimos anos e por ser causadora de colite
pseudomembranosa (Burke e Lamont, 2014). Suas proteinas de camada S (S-layer) se
ligam a coldgeno, vitronectina e trombospondina (Calabi et al., 2002). Outros estudos
demonstraram que a proteina de ligacdo a fibronectina Fbp68 de cepas 79-685 de C.
difficile foi identificiada como uma importante adesina, se ligando a fibronectina soltvel
ou imobilizada e ao fibrinogénio (Hennequin et al., 2003). Outra espécie de Clostridium

capaz de se aderir é a C. thermocellum que consegue se aderir a celulose (Bayer, Kenig
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e Lamed, 1983). B. fragilis, é outra bactéria anaerébia de importante papel na clinica,
frequentemente isolada de infec¢es intra-abdominais e de bacteremias (Wick e Sears,
2010). Ja foi demonstrado que as cepas de B. fragilis 1081 e MC2 se aderem a laminina
tipo 1 de forma dose dependente (Ferreira et al., 2006). Também foi identificada uma
glicoproteina de ligacdo ao colageno, chamada de Cbpl. Sua fun¢do foi confirmada
através da inativacdo do gene chpl que resultou em uma perda significativa da adesdo
ao colageno, na cepa clinica isolada de B. fragilis GSH18 (Galvao et al., 2014). Além
disso, B. fragilis e B. vulgatus possuem habilidade de se aderir a fibronectina e
vitronectina, e essa adesdo foi proposta como um mecanismo de patogenicidade (Nagy,
Manncke e Werner, 1994).

Espécies do género Lactobacillus sdéo muito encontradas na microbiota do trato
gastrointestinal e seus mecanismos de adesdo sdo muito importantes para colonizago
das espécies. Na espécie Lactobacillus crispatus, cepa JMC 5810, foi demonstrado a
adesdo a moléculas da MEC utilizando matrigel de células de sarcoma de camundongos,
células 407 de intestino humanas e moléculas de colageno (Toba et al., 1995). O mesmo
grupo caracterizou e nomeou a adesina de superficie de ChsA (proteina A de camada S
de ligacdo a coldgeno) (Sillanpdd et al., 2000). Horie e colaboradores em 2005
descreveram que oito espécies de Lactobacillus gasseri isoladas de fezes, quando
crescidas em anaerobiose, demonstravam uma alta taxa de adesdo a moléculas da MEC,
como laminina e fibronectina (Horie et al., 2005). O mesmo n&o foi demonstrado para
todas as espécies isoladas, apenas uma cepa de Lactobacillus johnsonii demonstrou uma

forte adeséo quando crescida também em anaerobiose.

Outra espécie anaerdbia, Gardnerella vaginalis, é encontrada na cavidade
vaginal, sendo muito relacionada a presenca de vaginose bacteriana, quando se tem um
decréscimo de espécies do género Lactobacillus. Patterson e colaboradores em 2010
analisaram a adesdo de G. vaginalis e de outros anaerdébios presentes no canal vaginal.
Foi observado que a G. vaginalis e o género Peptoniphilus exibiram uma taxa alta de
adesdo a células epiteliais, sendo uma adesdo mais agregada e outra uma adesdo

homogeénea, respectivamente (Patterson et al., 2010).

Winker e colaboradores (1987) demonstraram que Fusobacterium nucleatum,
um importante patdgeno da cavidade oral relacionado a casos de periodontite e

formacéo de biofilme, consegue se aderir significativamente ao modelo de membrana
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basal in vitro (Winkler et al., 1987). O mesmo estudo demonstrou que cepas de F.
nucleatum também conseguem se aderir a moléculas de colageno tipo IV, laminina e
fibronectina. Fusobacterium necrophorum é um dos principais causadores da sindrome
de Lemierre que leva a um quadro de inflamacdo na garganta, que se propaga para a
veia jugular interna. Ja foi relatada adesdo dessa bactéria a células Vero (Kanoe, Nagai e
Toda, 1985) e a células de diferentes animais, como porco, camundongo e bode (Okada
et al., 1999). Propionibacterium acnes também possui a capacidade de se aderir a
superficies abitticas em recipientes de armazenamento de plaquetas (Kumaran et al.,
2014).

Outra bactéria que possui a capacidade de adesdo a MEC é a Porphyromonas
gingivalis, sendo uma espécie muito relacionada a doengas periodontais. Essa bactéria
consegue se ligar a laminina, colageno e fibronectina por meio de um apéndice fibrilar
proteico (Kontani et al, 1995), além de também conseguir se aderir a fibrinogénio
(Lantz et al., 1991 e 1986).

Bactérias anaerdbias sdo capazes de colonizar diversos sitios do corpo, por mais
que precisem de uma atmosfera diferenciada para viver. Sdo conhecidas por habitarem o
trato gastrointestinal, cavidade vaginal, cavidade oral, trato respiratorio inferior e
algumas regides da pele. S&o microrganismos relacionados a satide, mas também podem
estar ligados a infeccbes. E de suma importancia entender como funcionam os
mecanismos de colonizagbes dessas bactérias, principalmente dos colonizadores da

cavidade oral, um local relacionado a infecgdes sistémicas e cronicas do corpo.

1.3 Género Prevotella

O género Prevotella é constituido por bacilos Gram negativos, anaerdbios
estritos, ndo formadoras de esporo e classificados como produtores de pigmento,
formando col6nias brilhantes e suaves na cor cinza, preta, ou castanho claro em placas
de Agar sangue, sendo caracteristicas importantes para sua identificacdo (Summanen et
al., 1998). As bactérias que constituem esse género sdo conhecidas como sacaroliticas,
ou seja, conseguem metabolizar sacarose, além disso, elas conseguem produzir

fluorescéncia sob luz negra de ondas longas. Esse género bacteriano requer meios ricos
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para crescimento, contendo peptona ou tripticase, além de extrato de levedura e
suplementos como hemina e menadiona para viabilidade. Essas espécies produzem
principalmente succinato e acetato, com alguma quantidade de formiato, isobutirato e
isovalerato (Holdeman, Cato e Moore, 1977; Holdeman, Kelley e Moore, 1984; Iki et
al., 1997). Uma vez que essas bactérias dificilmente utilizam aminoacidos para
fermentacdo, acredita-se que haja um transporte de peptideos, hidrolise desses peptideos
em aminoacidos e depois a metabolizacdo (Pittman, Kakshamanan e Bryant, 1967;
Wabhren e Gibbons, 1970).

As espécies desse género sdo muito versateis, podendo ser encontradas em
diferentes sitios do corpo humano, como a mucosa orofaringea, trato respiratorio
superior, trato urogenital (Eiring et al., 1998), e trato gastrointestinal (Hayashi et al.,
2007). Muitas espécies de Prevotella estdo associadas a processos infecciosos,
principalmente na cavidade oral, sendo relacionadas a dor e inchago (Gomes, Drucker e
Lilley, 1996; 1994), porém as bactérias que compde esse género também tém sido
associadas a infeccbes em outros sitios do corpo, incluindo infeccBes do trato
respiratorio, sistema nervoso central, regido abdominal, trato urogenital e bacteremias

(Jousimies-Somer et al., 2002).

Um estudo realizado em 2017, por Ravela e colaboradores, foram analisados
swabs vaginais de mais de 100 mulheres saudaveis, de diferentes etnias e em idades
reprodutivas. Nesse estudo, isolados do género Prevotella foram detectados em 68,8%
das amostras, o que demonstra a presenca dessa bactéria colonizando a cavidade vaginal
(Ravela et al., 2017). Espécies de Prevotella também ja foram relacionadas a uma
melhora no metabolismo da glucose e no aumento do estoque de glicogénio hepatico
(Kovatcheva-Datchary et al 2015). Em outro estudo, pacientes que sofriam de
constipagdo instestinal foram tratados com um produto natural a base de levedo da
cerveja (EpiCor®), o tratamento trouxe melhora significativa para os pacientes e
demonstrou o aumento de bactérias dos géneros Bacteroides e Prevotella no trato
gastrointestinal, demonstrando a importancia desses dois géneros para o funcionamento

regular do intestino (Pinheiro et al., 2017).

Prevotella intermedia, Prevotella dentalis, Prevotella denticola e Prevotella
meleninogenica sdo conhecidas por serem patogénicas em diversas situagdes e por

invadir os tecidos do hospedeiro (Nadkarni et al., 2012). Prevotella buccae ja foi
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isolado em abscesso localizado em um cisto no seio, o que foi um achado incomum,
uma vez que essa espécie nunca havia sido relacionada a esse tipo de infecgdo (Cobo et
al., 2017). Em outro quadro infeccioso, Prevotella disiens e Staphylococcus epidermidis
foram isoladas de material tecidual e 6sseo do cérebro de um paciente que havia
passado por uma cranioplastia (Thomaidis et al., 2015). Outro exemplo foram os
achados do grupo Mehmood e colaboradores, que isolaram Prevotella loescheii de
infeccdo de tecidos moles e pele de pacientes que passaram por cirurgia bariatrica
(Mehmood et al., 2014).

Recentes estudos vém demonstrando o papel das espécies de Prevotella nas
doencas relacionadas a dishiose, como artrite reumatoide, esteatose hepatica ndo
alcodlica e tireoidite de Hashimoto. Maeda e colaboradores (2016) constatou que
camundongos germ-free, quando colonizados com Prevotella copri e tratados com um
antifingico Zimosan, tem um aumento na producdo de células Th17 no intestino
(Maeda et al., 2016). Além disso, foi observado nos linfonodos a presenga da
interleucina IL-17 que responde ao autoantigeno (proteina L23a) relacionado a artrite
reumatoide, que rapidamente gera um caso de artrite. Ishaq e colaboradores em 2017
observaram a microbiota de pacientes que possuem a tireoidite de Hashimoto e
pacientes saudaveis através de técnicas de DGGE e PCR em tempo real. Foi encontrado
um declinio de Prevotella e Diallister e um aumento de Escherichia-Shigella e
Parasutterella (Ishaq et al., 2017). Faria Ghetti e colaboradores no ano de 2017
realizaram um levantamento de trabalhos que tentava entender a modificacdo da
microbiota intestinal em pacientes com esteatose hepética ndo alcodlica, e foi visto que
a maior parte dos resultados demonstravam uma diminuicdo de Prevotella e um
aumento de Bacteroides (de Faria Ghetti et al., 2017). Esses trabalhos evidenciam e
reforcam que a presenca de bactérias do género Prevotella sdo essenciais para o

equilibrio do organismo.
1.3.1 P.intermedia

Como dito anteriormente, espécies de Prevotella sdo muito associadas a
infeccdes na cavidade oral. P. intermedia é uma das espécies desse género mais
relacionada a doencas na cavidade oral, como a doencga periodontal (Maeda et al., 1998;
Ashimoto et al., 1996), periodontite apical (Gomes, Drucker, Lilley, 1996 e 1994;

Jacinto et al., 2003) e estomatite gangrenosa, uma infeccdo bacteriana destrutiva dos
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tecidos faciais e bucais (Bolivar et al., 2012; Enwonwu, Falkler e Idigbe, 1999). Além
de estar envolvida em infecgGes orais, a espécie P. intermedia ja foi associada a fibrose

cistica e bronquite cronica (Ulrich et al., 2010; Brook e Frazier, 2003).

A doenca periodontal apresenta grande risco para saide, uma vez que dados
epidemiol6gicos demonstraram que a periodontite € um importante fator de risco para
doencas coronarianas (DeStefano et al., 1993; Mattila et al., 1989). Além disso, a
periodontite pode ter uma relacdo com quadros de hipertensdo em pacientes que
possuem doengas coronarianas. Aoyama e colaboradores, em 2017 demonstraram uma
possivel associagdo entre as duas doencas. Foram encontrados em seu estudo um
nimero alto de patdgenos periodontais especificos, P. intermedia e Aggregatibacter
actinomycetemcomitans, em homens com hipertensdo quando comparados com o grupo
sem 0 quadro de hipertensdo (Aoyama et al., 2017). Uma possivel sugestdo é que a
disfuncdo vascular e endotelial ocasionada pela doenca periodontal, pode vir a ser um
fator de aumento da pressdo sanguinea (Macedo, Paizan e Vilela-Martins, 2014).

Receptores do tipo Toll-like (TLR-4) reconhecem diversos patdgenos
periodontais, principalmente através de estruturas como LPS de bactérias Gram
negativas. Diversos estudos descreveram a presenca de P. intermedia em tecidos da
placenta de pacientes com pré-eclampsia, as mesmas pacientes apresentaram um
aumento na expressdo de TLR-4 e do fator nuclear kappa b (NF-kB). Receptores TLR-4
levam a uma ativacdo de NF-kB, iniciando a transcricdo de genes de diversas citocinas
e mediadores inflamatdrios que vao gerar a alteracdo dos vasos placentérios, levando
assim a um quadro de pré-eclampsia (Kim, Romero e Oh, 2005; Baeuerle e Henkel,
1994; Tanbe e Khalil, 2010; Parthiban et al., 2017). Esses estudos evidenciaram que a
presenca de determinadas espécies bacterianas na placa dentaria, pode estar associadas a

diversas doencas inicialmente ndo relacionadas.

Os mecanismos de patogenicidade dessa espécie ainda ndo sdo bem elucidados,
porém uma série de trabalhos tentou demonstrar possiveis fatores de viruléncia. Shibata,
Fujimura, e Nakamura em 1993 caracterizaram proteases, principalmente a elastase, que
é capaz de degradar o tecido gengival (Shibata, Fujimura e Nakamura, 1993). Jansen,
Grenier e Van der Hoeven, em 1995, caracterizaram a producao de proteases capazes de
degradar Imunoglobulina G (Jansen, Grenier e Van der Hoeven, 1995), enquanto Dorn,

Leung e Progulske-Fox demonstraram em 1998 que cepas de P. intermedia 17 possuem
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habilidade de invadir células epiteliais da cavidade oral humana (Dorn, Leung e
Progulske-Fox, 1998). Yu e colaboradores em 2006 identificaram e caracterizaram
proteinas de superficies da cepa P. intermedia 17 que sdo capazes de se ligar a proteinas
de MEC (Yu et al, 2006). Em 2014, um novo mecanismo de patogénese foi descoberto
por Matsui e colaboradores. Eles descreveram que uma espécie de P. intermedia é capaz
de desabilitar e matar efetivamente neutrdfilos, oferecendo certa protegdo para outros
patégenos e levando uma persisténcia da infeccdo (Matsui et al, 2014). Doke e
colaboradores em 2017 relataram que nucleases de P. intermedia sdo capazes de
degradar as redes de neutrofilos (NETS), sendo mais um mecanismo de patogenicidade
que pode favorecer a persisténcia da infec¢do dessa espécie e de outros microrganismos
(Doke et al., 2017).

1.3.2 P. nigrescens

Em 1992, Shah e Gharbia propuseram uma nova espécie, P. nigrescens. Com
base em estudos no DNA, essa nova espécie foi separada do grupo da espécie P.
intermedia (Shah e Gharbia, 1992). Um dado interessante, é que uma cepa de P.
nigrescens produz uma bacteriocina, conhecida como nigrescina, que possui atividade
antimicrobiana contra outras bactérias da cavidade oral e também produz um efeito
citotdxico em fibroblastos localizados na gengiva, podendo ser caracterizado como uma
importante substancia para o tratamento de infecgdes orais (Kaewsrichan et al, 2004).
Porém as duas espécies fazem parte da microbiota oral e parecem estar relacionadas a
bactérias do complexo vermelho de placa subgengival e supragengival, como, P.
gingivalis, T. denticola, e T. forsythia (Haffajee et al., 2008). Em 2013, Stingu e
colaboradores associaram quadros de periodontite a expansdo da colonizagdo por P.
nigrescens (Stingu et al., 2013). Mullally e colaboradores em 2000 encontraram a
espécie P. nigrescens em quase 70% das amostras de placa subgengival de pacientes
com formas localizadas e generalizadas de periodontite (Mullally et al., 2000). Em
contraste, outro trabalho demonstrou que P. nigrescens aparece com mais frequéncia em
grupos controle comparado com pacientes em quadro de periodontite cronica
(Teanpaisan, Douglas e Walsh, 1995). Além disso, a detecgdo de P. nigrescens na saliva
de criangas periodontalmente saudaveis também ja foi relatada (Kuboniwa et al., 2004;
Kulekci et al., 2008), indicando que essa espécie constitui a microbiota oral, mas atua

como um patégeno oportunista.
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Em 2017, Corréa e colaboradores observaram a dishiose na microbiota da
cavidade oral em pacientes com llpus eritematoso sistémico, e encontraram um
aumento de P. nigrescens em pacientes com ldpus que ndo possuiam periodontite
(Corréa et al., 2017). Essa espécie ja foi relacionada a infec¢des extraorais. No ano de
2013 um caso de celulite infecciosa foi reportado por Yang e colaboradores, tendo como
causa uma co-infecgdo de P. nigrescens e Streptococcus viridans (Yang et al., 2013).
Yakob e colaboradores em 2011 demonstraram uma forte associacéo na presenca de P.
nigrescens em pacientes com arteriosclerose na carétida e que possuiam um quadro de
periodontite (Yakob et al., 2011).

Alguns mecanismos de viruléncia dessa espécie ja foram descritos. Em 2012,
Palmer e colaboradores descreveram que bactérias presentes na cavidade oral, incluindo
P. nigrescens, possuem a capacidade de degradar DNA extracelular, ou seja, possuem
uma atividade de DNAse, podendo ser importante na sua patogénese de evasdo de
neutréfilos (Palmer et al., 2012). Miyashita e colaboradores em 2010 descreveram uma
proteina de P. intermedia capaz de se aderir a superficie de hemoproteinas, na presenga
de um pH alcalino, sendo um fator importante para a aquisi¢do de ferro dessa bactéria
(Miyashita et al., 2010). Em 2009, Itoh e colaboradores sugeriram que P. nigrescens é
capaz de ativar metaloproteases 2 e 9 que sdo capazes de degradar proteinas de MEC e
que auxiliam na destruicdo do tecido periapical (Itoh et al., 2009). Em 2005, Kim e
colaboradores demonstraram que o LPS de P. nigrescens, sozinho, sem adicdo de
interferon-gama (INF-y) é capaz de induzir a expressdo de iNOS e a produgdo de NO
em células RAW264.7, uma linhagem celular de macrdéfagos de murinos, podendo ser
importante para estabelecimento de uma lesdo cronica acompanhada de destrui¢do do
tecido dsseo em doencgas periodontais e infecgdes endodonticas (Kim et al, 2005). Em
1996, Lillo e colaboradores demonstraram que as espécies P. nigrescens, P.
melaninogenica e P. gingivalis conseguem se ligar e degradar lactoferrina, sendo um
importante fator de viruléncia (Lillo et al., 1996), uma vez que ja demonstraram que a
lactoferrina possui fortes efeitos bacteriostaticos e bactericidas, e tem papel importante
na regulacdo de diversos mecanismos do sistema imune (Sanchez, Calvo e Brock,
1992).

1.3.3 P. melaninogenica
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A espécie P. melaninogenica, antes conhecida como Bacteroides
melaninogenicus (Shah e Collins, 1990), é considerada um membro da microbiota oral
humana, podendo ser isolado da lingua, saliva, sulco gengival e da placa dental de
individuos saudaveis (Kondnen, 1993; Bik et al., 2010). Em 2015, de Steenhuijsen
Piters e colaboradores observaram a composi¢do da microbiota do trato respiratério
inferior em pacientes com pneumonia e pessoas saudaveis e observaram uma associacéo
positiva entre a presenca de P. melaninogenica e pacientes saudaveis (de Steenhuijsen
Piters et al., 2016). Por outro lado essa espécie quase ndo estd presente colonizando o
trato respiratorio inferior de pacientes com pneumonia, indicando um possivel efeito
protetor da colonizacdo pela espécie. Também em 2015, Larsen e colaboradores
demonstraram que espéecies do género Prevotella, incluindo P. melaninogenica, ndo
levam a uma ativacao tdo exacerbada de mediadores inflamatdrios, como TLR-2, logo,
0 sistema imune do trato respiratorio inferior € mais tolerante a presenga dessas

bactérias na microbiota (Larsen et al., 2015).

Em 2014, Triches e colaboradores identificaram a presenca de P.
melaninogenica em mais de 88% dos pacientes com lesdes periradiculares e necrose da
polpa dentéria (Triches et al., 2014). Hsiao e colaboradores em 2012 descreveram a
presenca de P. melaninogenica em paciente com infeccfes endododnticas (Hsiao et al.,
2012). Essa espécie ja foi detectada na placa supragengival de criangas,
independentemente da idade, juntamente com as espécies P. intermedia e P. nigrescens
(Tanaka et al., 2008). P. melaninogenica também ja foi isolada de pacientes

diagnosticados com periodontite (Maestre et al., 2007).

Em 2017, Langevin e colaboradores observaram que a presenga de P.
melaninogenica na microbiota da nasofaringe aumenta consideravelmente em criangas
com quadros graves de infecgdo por influenza (Langevin et al., 2017). No ano de 2016,
Adams e Kern, apresentaram um caso de abscesso na glandula pituitaria causado por P.
melaninogenica, mas nao se sabe a relagdo dessa bactéria com o quadro infeccioso, uma
vez que a paciente ndo tinha nenhum tipo de infec¢do na cavidade oral (Adams e Kern,
2016). No mesmo ano, Beatty e colaboradores também observaram a presenca dessa

bactéria em um quadro de abcesso na glandula pituitaria (Beatty et al., 2016).

Diferente de outras bactérias orais, P. melaninogenica ndo recebe tanta

atencdo, por ndo estar muito associada a doencas extraorais, como arteriosclerose,
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pneumonia, doencas cardiovasculares, como P. gingivalis e P. intermedia (Li et al.,
2000; Moutsopoulos e Madianos, 2006). Porém, em 1980, Griffee e colaboradores
relacionaram a presenca dessa espécie em canais no dente, com o aparecimento de dor,
odor fétido e formacdo do trato sinusal, resultando em um espago morto com potencial
para formacdo de abscessos (Griffee et al., 1980). Tunney e colaboradores, em 2008,
isolaram a espécie P. melaninogenica do escarro de pacientes com fibrose cistica
(Tunney et al., 2008). Alguns fatores de viruléncia ja foram descritos na literatura,
como producédo de hemolisina em algumas cepas de P. melaninogenica (Hillman et al.,
1993), a producdo de colagenase (Jun et al., 1989) e expressdo de apéndices de
superficie bacteriana que podem estar envolvidos em processos de adesdo (Hofstad,
1989).
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2. Justificativa

Apesar dos indmeros estudos sobre o género Prevotella em relacdo a
patogenicidade e outros aspectos, ainda existem diversas lacunas a serem preenchidas
sobre patogenicidade das espécies. Sdo espécies constantemente isoladas em sitios
infecciosos, e sdo encontradas em biofilmes bacterianos da cavidade oral. Levando em
consideracdo que infeccdes na cavidade oral podem aumentar o risco de infeccdes
sistémicas, e as espécies de P. intermedia, P. nigrescens e P. melaninogenica sdo
constantemente isoladas nessa regido, € de grande importancia entender como funciona
0s mecanismos de adesdo mediados por PMEs a moléculas da MEC. Estudos anteriores
ja demonstraram a capacidade de espécies desse género de aderirem a laminina e os
ligantes bacterianos envolvidos na adesdo, porém, nao foram completamente descritos.
Uma vez que a laminina, € um dos componentes mais encontrados na membrana basal
da bolsa periodontal, que representa uma barreira para invasdo de tecidos conectivos
subjacentes da cavidade oral, a elucidacdo dos mecanismos de adesdo a essas moléculas
¢ de suma importancia e pode apresentar novas oportunidades para a prevencao e o

combate de doengas causadas por esses patdgenos.
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3. OBJETIVOS

3.1 Objetivos gerais

O presente projeto teve como objetivo geral investigar a capacidade de adesao
de espécies do género Prevotella a laminina e identificar adesinas bacterianas

responsaveis por essa adesao.

3.2 Etapas do estudo

1. Realizar ensaios quantitativos de adesdo de Prevotella spp. & laminina.

2. Extracdo de PMEs das espécies de Prevotella spp e determinar o perfil
eletroforético desses extratos;

3. Isolar potenciais adesinas dos extratos de PMEs e identificar as proteinas

ligantes eluidas da coluna.
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4. MATERIAIS E METODOS

4.1 Cepas bacterianas e condig8es de cultivo

As cepas que foram utilizadas nesse estudo foram cedidas pela Cole¢do de
Microrganismos de Referéncia em Vigilancia Sanitaria — CMRVS, FIOCRUZ-INCQS,
Rio de Janeiro, RJ, e sdo provenientes do American Type Culture Colletion — ATCC,
Rockville, MD, EUA. Duas cepas foram isoladas de processos infecciosos orais e uma

cepa foi isolada de escarro (Tabela 1).

Tabela 1: Origem das cepas utilizadas

Cepas Espécie Origem Referéncia/Ano
ATCC 49046 Prevotella intermedia Bolsa periodontal Nakazawa , Zamban e Reynolds.,
1988

ATCC 33563 Prevotella nigrescens Gengivite Shah e Gharbia, 1992

ATCC 25845 Prevotella melaninogenica  Escarro Wau et al., 1992

As cepas bacterianas de P. intermedia (ATCC 49046), P. melaninogenica
(ATCC 25845) e P. nigrescens (ATCC 33563) foram cultivadas em meio agar sangue
suplementado (ASS) com menadiona (10 pg/mL — Sigma, St. Louis, MO, EUA) e
hemina (0,5 pg/mL — Sigma) com auxilio da alga bacteriologica. As placas foram
incubadas em camara de anaerobiose (80% de N2, 10% de H2 e 10% COz2) por 48 horas a
37 °C (Jousimies-Somer et al., 2002). Para os experimentos, as col6nias foram
inoculadas em caldo Brain Heart Infusion (BHI — Oxo0id™, Cambridge, UK) pré-
reduzido e esterilizado anaerobicamente (PRAS), suplementado com menadiona (10
pg/mL - Sigma) e hemina (0,5 pg/mL - Sigma) e incubadas em camara de anaerobiose

por 48 horas a 37 °C (Jousimies-Somer et al., 2002).
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4.2 Quantificacio da adesdo de Prevotella

As cepas bacterianas foram cultivadas segundo a metodologia descrita no item
4.1. A proteina laminina tipo 1 (Natural, Mouse, Life Technologies™) foi diluida em
tampéo Tris-HCI (10 mM, pH 6,6) para concentragdo de 0,02 mg/ml (Westerlund et al.,
1989). Como controle negativo foi utilizada albumina do Soro Bovino (BSA) diluida
em tampdo fosfato-salino (PBS 0,01M, pH 7,2) na concentracdo de 1%. As solugdes
foram adicionadas a laminulas estéreis previamente preparadas e distribuidas em
microplacas de 24 pocos. Em cada poco foram adicionados 100 pL da diluigdo de
laminina, e BSA 1%. A microplaca foi incubada em temperatura ambiente (25 °C) por
18 horas para adsor¢do das proteinas. Os pogos foram lavados trés vezes com solugao
de PBS (0,01 M, pH 7.2) contendo Tween-20 (0,01%) para retirar proteinas que ndo se
adsorveram a superficie da laminula. Os sitios inespecificos foram bloqueados com uma
solucéo de BSA (0,1%) e Tween-20 (0,01%) em PBS (0,01 M, pH 7,2) por uma hora.
As bactérias crescidas em BHI foram cultivas por 48 horas em ambiente de anaerobiose
e posteriormente centrifugadas a 4000 xg por 10 minutos. Os sedimentos foram
suspensos em tampdo BLANKS-PRAS (sulfato de magnésio 7x H.O 0,004 M, fosfato
de potassio monobasico 0,0014 M, cloreto de sédio 0,051 M, fosfato de sodio dibasico
0,008 M, cloreto de potassio 0,002 M, tioglicolato de sddio 0,008 M, cisteina 0,004 M,
resazurina 2 mL — pH 7,4), ajustados para densidade Optica (DO)ssonm de 0,4 (108
UFC/mL), e diluidas para concentragio de 107, diluindo 300 pL de cultura a 10°
UFC/mL em 2,7 mL de tampdo BLANKS-PRAS e 5 x 107 UFC/mL diluindo 1,5 mL
de 10® UFC/mL em 1,5 mL de tampdo BLANKS-PRAS. Trezentos microlitros das
suspensdes foram adicionados aos pogos, e a microplaca foi incubada por 1 ou 2 horas a

37 °C em cdmara de anaerobiose, de acordo com o experimento (Figura 4)
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Figura 4: Esquema do experimento em Microplaca. Organizacdo de uma microplaca de 24
pogos para 0 experimento de quantificagdo de aderéncia. Diferentes concentragGes das cepas de
Prevotella ssp. foram adicionadas aos pogos contendo laminulas de vidro com laminina
imobilizada. Laminulas recobertas com BSA 1% foram utilizadas como controles negativos para
aderéncia. Todos os experimentos foram realizados em duplicata.

Ap6s 1 ou 2 horas, 0s pocos foram lavados trés vezes com a solucdo de PBS
(0,01 M) e Tween 20 (0,01%) para retirar bactérias que ndo se aderiram a laminina. Em
seguida, foram adicionados 300 pL de formaldeido (3,7%) nos pogos, para fixagdo das
bactérias aderidas. Apds a incubacdo de 30 minutos, os pogos foram lavados trés vezes
com &gua estéril. A coloragdo das laminulas foi realizada utilizando o corante SYTO 9
(Molecular Probes), em uma propor¢éo de 3 pL de corante para cada 1 mL de dgua. Em
cada pogo foi adicionado 250 pL da solugdo com corante. A placa foi incubada por 15
minutos no escuro. As laminulas foram retiradas dos pocos e fixadas em Iaminas
utilizando o reagente ProLong® Gold antifade reagent (Life Technologies™) para
proteger da luz e prolongar a vida do corante. Por fim, as laminulas foram visualizadas
por microscopia de fluorescéncia (Axioplan 2). Foram fotografados 20 campos
aleatorios para analise no software Image J (NHI, EUA). Os experimentos foram
realizados em duplicatas. A média de bactérias aderidas por campo foi quantificada
utilizando o programa Graphpad Prisma 5 e as andlises estatisticas foram realizadas
utilizando o teste ANOVA (comparagdes multiplas) com objetivo de comparar a

quantidade de bactérias aderidas em concentragdes diferentes.
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4.3 Obtencao de extrato enriquecido de PMEs

Esse experimento foi realizado segundo Hobb e colaboradores (2009), com
algumas modificacGes. As cepas foram cultivadas segundo a metodologia exemplificada
no item 4.1. A partir desse cultivo, as col6nias foram incubadas em 500 mL de caldo
BHI, em camara de anaerobiose, por 12 horas a 37 °C. Apds a incubacao, as culturas
foram submetidas a centrifugacdo a 8.000 x g por 10 minutos. Os sedimentos foram
suspensos em 20 mL de tampdo Hepes (10 mM, pH 7.4 - Sigma®) e Hepes com adi¢do
de sodio (10mM, pH 7.4 - Sigma®). As células no sedimento foram rompidas utilizando
o sonicador Microson™ Ultrasonic Cell Disruptor sonicator (NY, EUA) utilizando
poténcia de 40 Watts em 44 ciclos por 40 segundos ou 10 ciclos de 90 segundos. A
separagdo das células intactas e rompidas foi feita através de centrifugacdo a 4000 xg
por 10 minutos. O sobrenadante contendo a fracdo do envelope foi submetido a
ultracentrifugacdo (Beckman Coulter Inc., California, EUA) por 1 hora a 100.000 xg
utilizando rotor SW40Ti. O sedimento resultante foi suspenso em 2 mL de tampéo
Hepes (10 mM, pH 7.4), e ajustado para um volume total de 10 mL de Hepes e
submetido novamente a ultracentrifugacdo utilizando as mesmas condic¢Bes descritas
anteriormente. Apds 1 hora, o sedimento foi suspenso em 5 mL da solugdo de N-
lauroilsarcosina a 1% (Sarkosyl, Sigma-Aldrich, EUA) em Hepes (10 mM, pH 7.4), e
incubado a 37 °C por 30 minutos sob agitacdo. Durante essa etapa, o detergente N-
lauroilsarcosina solubiliza as proteinas de membrana interna. As proteinas de membrana
tratadas com N-lauroilsarcosina foram submetidas a mais uma centrifugacdo em
ultracentrifuga, com as mesmas condicdes descritas inicialmente. No final dessa etapa
de ultracentrifugacdo foi obtido um extrato enriquecido com PMEs. O sedimento foi
lavado com 10 mL de hepes e submetido a centrifugacdo em ultracentrifuga, com as
mesmas condigdes descritas inicialmente. Finalizada a 0ltima centrifugagdo, o
sedimento foi suspenso em 500 pL em Hepes, e 10 pL de Rapigest (0,2%) e
armazenado a -20 °C.
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4.4 Purificacdo do ligante especifico através de coluna de cromatografia por

afinidade

O extrato enriquecido de proteinas de membrana externa foi submetido a uma
separacao em coluna de afinidade com laminina imobilizada para purificacdo do ligante
especifico, laminina. Nesse experimento foi utilizado a coluna HiTrap™NHS-activated
HP (GE Healthcare Life Sciences) de sefarose ativada para o acoplamento de ligantes
que contém grupos amino primarios. Todas as solucdes e tampdes que foram utilizados
foram preparados e filtrados, em fluxo laminar, pouco antes do experimento. A ativacéo

da coluna e o acoplamento do ligante ocorrem paralelamente.

A primeira solucédo é o Tampéo de Ligacdo ou Coupling Buffer (bicarbonato de
sodio 0,2 M, cloreto de sodio 0,5 M, pH 8.3), sendo o tampdo utilizado para diluir o
ligante (laminina) a ser imobilizado na coluna. A concentragdo de laminina utilizada na
coluna foi de 0,05 mg/mL segundo recomendacédo do fabricante. Antes da imobilizacdo
da proteina, a coluna foi ativada com trés lavagens sucessivas com solucéo (gelada) de 2
mL de isopropanol-HCI (1 mM). Imediatamente ap6s o tratamento, 1 mL do ligante
diluido em Coupling Buffer na concentragdo de 0,05 mg/ml foi inserido na coluna e
incubado por 4 horas a 4 °C. Em seguida, a coluna foi lavada para que houvesse
desativacdo de ligantes inespecificos. Nessa etapa foram utilizados dois tampdes: Buffer
A (etanolamina 0,5 M, cloreto de sodio 0,5 M, pH 8.3) e Buffer B (acetato de sodio 0,1
M, cloreto de sodio 0,5 M, pH 4.0). Primeiramente, foi realizada 3 inje¢fes de 2 mL do
Buffer A, em seguida 3 injecGes de 2 mL do Buffer B e novamente 3 vezes 2 mL do
Buffer A. A coluna foi novamente incubada por 4 horas a 4 °C. Apds a incubacéo, foram
realizadas mais 3 inje¢fes de 2 mL do Buffer B, em seguida 3 inje¢des de 2 mL do
Buffer A, depois 3 inje¢bes de 2 mL do Buffer B e por fim 2 mL do Binding buffer
(PBS-NaCl 0,5 M, pH 7,4) para ajustar o pH da coluna.

Apos essas etapas, foram injetados 2 mL do extrato enriquecido de PME e
mantidos por 4 horas a 4 °C. Ap6s o tempo de interagdo, a coluna foi lavada com 3 mL
do Binding buffer para retirar as proteinas que se ligaram inespecificamente. Em
seguida, a coluna foi lavada com 3 mL do Elution buffer (glicina 0,1 M, HCI, pH 3,0)
para retirar a laminina e as proteinas que se ligaram especificamente a laminina. Todos

0s extratos que foram eluidos da coluna foram armazenados a -20°C.
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Posteriormente, foram realizadas andlise eletroforética e coloragdo das

proteinas segundo os itens 4.6 € 4.7.

4.5 Concentracao dos extratos proteicos

Logo ap6s a purificagdo do ligante utilizando a coluna de afinidade, os extratos
eluidos com o tamp&o Elution buffer foram submetidas a duas técnicas de concentragéo
de proteinas, utilizando o sistema Amicon® (Merk) com poros de 3 KDa e através de

secagem das amostras utilizando o aparelho Speed-vac, simultaneamente.

4.6 Analise eletroforética

As analises de eletroforese em gel de poliacrilamida e dodecil sulfato de
sodio (SDS-PAGE) foram realizadas segundo Laemmli, (1970) em sistema vertical e
descontinuo, utilizando gel de empacotamento (4%) e gel de separacdo (10%) em
tampé@o de corrida tris-glicina (tris 0,1 M, glicina 1 M e SDS 0,5%). Uma aliquota do
extrato enriquecido de PMEs foi misturado ao tamp&o de amostra (tris-HCI 0,5 M pH
6.8, SDS 10%, glicerol 10% e azul de bromofenol 0,05%) na razéo 1:2, fervidas por 10
minutos a 100 °C e submetidas a eletroforese a 30 mA/ 70 V para o gel de
empacotamento e 30 mA/ 100 V para o gel de separa¢do. Como controle da eletroforese
foi utilizado um padrdo de tamanho molecular de proteinas Broad Range Protein
Molecular Weight Marks (Promega).

4.7 Coloracao de Proteinas

Para visualizacdo das proteinas foram utilizados dois tipos de coloragdo,
utilizando nitrato de prata e azul de coomassie coloidal 250. A coloragdo de prata foi

realizada segundo Ferreira e colaboradores, (2011). Para visualizar as proteinas, o gel
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foi fixado por 30 minutos em uma solugdo de fixacdo (metanol 40%, 4cido acético
10%). Em seguida o gel foi lavado 5 vezes com agua destilada por 5 minutos cada.
Apos as lavagens, o gel foi colocado em uma solugdo de glutaraldeido (10%) por 30
minutos. Em seguida, o gel foi lavado 5 vezes com é&gua destilada por 5 minutos cada.
Antes da Ultima lavagem, a solucéo de prata (hidréxido de sddio 0,36%, hidroxido de
amonio 25% e nitrato de prata 19,4%) foi preparada e adicionada ao gel por 7 minutos.
Logo apos, o gel foi lavado 5 vezes com agua destilada por 5 minutos cada. A solucéo
de revelacéo (acido acético 50% e formaldeido 35%) foi preparada e adicionada ao gel
no término das lavagens até as bandas escurecerem. Para parar a reagdo provocada pela
solucdo reveladora foi utilizada uma solucdo de acido acético (5%). A coloragdo de
prata é uma forma mais sensivel e especifica de visualizar proteinas em baixas
concentragdes que ndo seriam visualizadas utilizando colora¢des comuns, sendo capaz
de detectar 0,1 pug de proteina.

A segunda coloragdo que foi utilizada é a de Coomassie blue G-250 coloidal
adapatada de Neuhoff e colaboradores (1988). Para visualizar as proteinas, o gel foi
fixado com uma solugdo fixadora (etanol 30% e &cido fosférico 2%) por 1 hora, sob
leve agitacdo. Depois foi adicionado ao gel uma solucéo de acido fosférico (2%) por 1
hora, sob leve agitacdo. Em seguida foi adicionado ao gel uma solucdo de &cido
fosforico (2%), etanol (18%) e sulfato de amdnio (15%) por 30 minutos. Apds 30
minutos foi adicionado a solu¢do, 1% do volume referente da solucdo anterior, de uma
solucéo de Coomassie Blue G-250 (Sigma) 20 g/ L, sob leve agitagdo por 72 horas. Esse
método é menos sensivel, especifico do que a coloracdo de prata, e é capaz de detectar a

partir de 0,2 ug de proteinas.

4.8 Extragdo e digestdo de proteinas separadas por SDS-PAGE

As bandas observadas no gel de SDS-PAGE foram recortadas utilizando uma
placa de vidro tratada com metanol 100% e colocadas em tubos Axigen também
tratados com metanol 100% para ndo haver contaminacdo por queratina. As bandas
foram descoradas com 500 pL de acetonitrila 50% de bicarbonato de amdnio 25 mM

(na proporcéo de 1:1, pH 8) até ficarem completamente transparentes. As amostras
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foram agitadas em vortex por 10 minutos a cada etapa e o volume adicionado
posteriormente descartado. A solucéo de lavagem foi removida e as amostras secas em
Speed-vac por 30 minutos. Foi adicionado nas amostras 100 uL de ditiotreitol (DTT) 10
mM, em solugdo de bicarbonato de aménio 25 mM, preparado no momento do uso. As
mesmas foram mantidas a 56 °C na placa de aquecimento por 60 minutos. A solucéo de
DTT foi removida e as bandas foram lavadas com 300 puL de bicarbonato de amonio 25
mM, as amostras foram agitadas em vortex, em seguida o volume foi descartado. Foram
adicionados 100 pL de uma solucéo de iodoacetamida (IAA), 50 mM e bicarbonato de
amonio 25 mM, preparada no mesmo dia, a temperatura ambiente, mantidas no escuro,
por 30 minutos. A solucdo de IAA foi removida e as bandas lavadas com 200 pL de
bicarbonato de aménio 25 mM por trés vezes, agitando as amostras em vortex e
descartando posteriormente o volume adicionado. Foram adicionados 100 pL de
acetonitrila e agitado em vortex por 10 minutos. O gel foi desidratado no Speed-vac por
30 minutos. Uma solucdo de tripsina (PROMEGA GOLD) de 0,01 pg/uL com
bicarbonato de aménio 50 mM e 1 mM de CaCly, foi preparada e mantida em gelo a
todo momento. Foram adicionados 10 pL da solugdo de tripsina sobre o gel a fim de
hidrata-lo com tal solu¢do, mantendo-o no gelo por 10 minutos. Apos esse periodo, 0s
pedacos de gel foram cobertos com solugdo de bicarbonato de aménio 50 mM e 1 mM
CaCl,. A adicdo de tripsina foi realizada no gelo por 10 min. A digestdo ocorreu por
intervalos de tempo de 18 h a 37°C. Em seguida, a solugdo foi removida para um tubo
novo de 600 pL. A extracdo dos peptideos foi realizada com 30 pL de acido férmico
0,1% e acetonitrila (na propor¢do de 1:1) utilizando um sonicador por 10 min. Os
volumes da solucdo de peptideos foram transferidos para microtubos de 600 pL. O
procedimento foi realizado duas vezes. Os tubos foram centrifugados por cinco minutos
a 16.000 xg. As amostras foram secas no Speed-vac e guardadas a -20°C para analise

posterior.
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4.9 Digestdo de proteinas in solution

O protocolo de digestdo escolhido tem como base a utilizagdo do surfactante
Rapigest e de incubagdes utilizando o termociclador. Inicialmente foram adicionados 5
lg de proteina em um tubo de PCR anteriormente lavado com metanol 100%. Em
seguida, é adicionado 10 pL de 0,2% de Rapigest, diluido utilizando 500 pL de tripsina
em um frasco para preparar a solucdo de 0,2% de Rapigest, na amostra. A mesma é
incubada a 99 °C por 5 minutos no termociclador, em seguida a temperatura é reduzida
para 4 °C. Logo em seguida, foi adicionado 5 pL de uma solugéo de tripsina (Promega),
preparada utilizando 50 mM de AMBIC (NH4sHCOg3) e 1 mM de CaCl, com pH 10, e a
amostra foi incubada no termociclador por 5 ciclos de 52°C a 30 minutos cada, mais 2
ciclos de 37 °C-4 °C a 60 minutos cada. Apds os ciclos, é adicionado 5 puL de HCI 1,2
M, para quebrar a acdo da tripsina. Em seguida, a amostra é incubada a 37°C por 30
minutos. Para remocao de debris celular foi realizada uma centrifugacéo por 5 minutos a
16.000 xg. O sobrenadante foi transferido para um novo tubo e levado ao Speed-vac
para secagem. Por fim, as amostras foram armazenadas a -20°C para analise por

espectometria de massas.

4.10 Identificagdo das proteinas por espectrometria de massas

A solugdo de peptideos digerida foi suspensa em 20 pyL de 0,1% de éacido
férmico para andlise por LC-MS (cromatografia liquida com espectrometro de massa).
Para andlise e identificacdo das proteinas foi utilizado o sistema de cromatografia
liguida de ultra-alta eficiéncia (UHPLC) Nexera X2, Shimadzu acoplado ao
espectdmetro. A coluna utilizada foi o modelo Acquity CHS C18, 1.0 x 150 milimetros,
1.7 pm de diametro de particula. A corrida foi realizada em gradiente com fase mével A

0,1% (v/v) de acido férmico em agua e fase B em acetonitrila.

O espectrometro que foi utilizado é o Impact HD, configuragdo ESI-Q-TOF

(Bruker™). A polaridade utilizada foi modo positivo e para aquisicdo dos espectros de
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precursores e fragmentos de peptideos foi utilizada a aquisi¢do dependente de dados
(DDA ou AutoMS).
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411 Bioinformatica

As andlises dos espectros de massa em tandem gerados pelo ESI-Q-TOF a partir das
bandas do gel, foram realizadas utilizando o programa Mascot Distiller (Matrix Science,
versdo 2.2.1.0). As busca pelas sequéncias homologas de proteinas foram realizadas
utilizando o programa Mascot online. Foi utilizado como base, o banco de dados
SwissProt e NCBInr, com tolerancia de 0,1 DA para cada ion fragmento, cargas de cada
peptideo (+2 e +3), com modificacdes globais Carbamidometil (C) e modificacdes

variaveis Oxidacédo (M) foram considerados.

Em relagdo as analises dos espectros de massa em tandem gerados pelo ESI-Q-TOF a
partir das digestdo in solution também foram realizadas utilizando o programa Mascot
Distiller (Matrix Science, versdo 2.2.1.0). A busca pelas sequencias também foram
realizadas uilizando o programa Mascot online. Os bancos de dados utilizados como
base foram os mesmos, assim como a tolerancia de 0,1 DA para cada ion fragmentado,
as cargas dos peptideos foram de +2, +3 e +4 e apenas modificacbes variaveis de

Oxidacédo (M) foram consideradas.

Todos os peptideos foram submetidos ao programa Cello e Psort para confirmacéao da
origem celular das proteinas.
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5. RESULTADOS

5.1 Quantificacdo da adesdo de cepas de P. intermedia, P. melaninogenica e P.

nigrescens

Para analisar a adesdo em espécies de Prevotella spp, foram utilizadas trés
espécies, P. intermedia, P. melaninogenica e P. nigrescens, descritas no item 4.1.
Dentre as espécies testadas, apenas duas espécies, P. melaninogenica e P. nigrescens,
demonstraram capacidade de adesdo as diferentes concentragdes de laminina utilizada
nos experimentos. Para P. nigrescens, a média obtida foi de 317,4 Bac/CV (bactérias
por campo contado) na concentragio de 108 UFC/mL dFigura |5 A), 316,6 Bac/CV na
concentragio de 5.10" CFU/mL (Figura 5 B), 155,4 Bac/CV na concentragio de 10’
UFC/mL (Figura 5 C), e a adesdo ao controle negativo (BSA) foi de 98,1 Bac/CV na
concentragdo de 108 UFC/mL (Figura 5 D), no primeiro experimento. No segundo
experimento com 2 horas de incubacdo, com P. nigrescens, a média obtida foi de
1458,1 Bac/CV na concentragdo de 108 CFU/mL (Figura 5 E), 1390,82 Bac/CV na
concentragio de 5.107 CFU/mL (Figura 5 F), 430,455 Bac/CV na concentragio de 107
UFC/mL (Figura 5 G) e a adesdo no controle negativo (BSA) 427,364 Bac/mL na
concentracio de 10® UFC/mL (Figura 5 H).
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Figura 5: Adeséo de P. nigrescens a laminina. Para a primeira replicata: Microscopia de fluorescéncia com
aumento de 100x na concentragdo de 108 UFC/mL, segunda imagem alterada com o software Image J (A).
Microscopia de fluorescéncia com aumento de 100x na concentragdo de 5x107 UFC/mL, segunda imagem
alterada com o software Image J (B). Microscopia de fluorescéncia com aumento de 100x na concentragéo de 107
UFC/mL, segunda imagem alterada com o software Image J (C). Microscopia de fluorescéncia com aumento de
100x na concentragéo de 108 UFC/mL, segunda imagem alterada com o software Image J (D). Para a segunda
replicata: Microscopia de fluorescéncia com aumento de 100x na concentragdo de 108 UFC/mL, segunda imagem
alterada com o software Image J (E). Microscopia de fluorescéncia com aumento de 100x na concentracéo de
5x107 UFC/mL, segunda imagem alterada com o software Image J (F). Microscopia de fluorescéncia com
aumento de 100x na concentragdo de 107 UFC/mL, segunda imagem alterada com o software Image J (G).
Microscopia de fluorescéncia com aumento de 100x na concentragdo de 108 UFC/mL, segunda imagem alterada
com o software Image J (H).

Em P. melaninogenica, a média de adesdo obtida foi de 287,5 Bac/CV na
concentracio de 10® UFC/mL (Figura 6 A), 599,5 Bac/CV na concentragio de 5x10’
UFC/mL (Figura 6 B), 141 Bac/CV na concentracio de 10’ UFC/mL (Figura 6 C) e a
adesdo no controle negativo (BSA) foi de 38 Bac/CV na concentracio de 108 UFC/mL

(BSA) (Figura 6 D), no primeiro experimento. No segundo experimento, P.
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melaninogenica, a média obtida foi de 410,6 Bac/CV na concentragdo de 108 UFC/mL
(Figura 6 E), 144,2 Bac/CV na concentracdo de 5x107 UFC/mL (Figura 6 F), 28,3
Bac/mL na concentragdo de 10" UFC/mL (Figura 6 G), 22,45 Bac/CV na concentragio
de 108 UFC/mL (BSA).
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Figura 6: Adesdo de P. melaninogenica a laminina. A adesdo foi quantificada através do programa
Image J utilizando a andlise de particulas. Microscopia de fluorescéncia com aumento de 100X na
concentragdo de 108 UFC/mL, segunda imagem alterada com o software Image J (A). Microscopia de
fluorescéncia com aumento de 100x na concentragio de 5x107 UFC/mL, segunda imagem alterada com o
software Image J (B). Microscopia de fluorescéncia com aumento de 100x na concentragdo de 107
UFC/mL, segunda imagem alterada com o software Image J (C). Microscopia de fluorescéncia com
aumento de 100x na concentragdo de 108 UFC/mL (BSA), segunda imagem alterada com o software
Image J (D). Para a segunda replicata: Microscopia de fluorescéncia com aumento de 100x na
concentragdo de 108 UFC/mL, segunda imagem alterada com o software Image J (E). Microscopia de
fluorescéncia com aumento de 100x na concentragdo de 5x10” UFC/mL, segunda imagem alterada com o
software Image J (F). Microscopia de fluorescéncia com aumento de 100x na concentragdo de 107
UFC/mL, segunda imagem alterada com o software Image J (G). Microscopia de fluorescéncia com
aumento de 100x na concentragdo de 108 UFC/mL (BSA), segunda imagem alterada com o software
Image J (H).
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Além das analises por microscopia de fluorescéncia, as médias obtidas a partir
da contagem de bactérias foram submetidas ao programa Graphpad Prism 5 para
producéo dos graficos e analises estatisticas, utilizando o teste t de Student (Figuras 7,
8, 9 e 10). Para a espécie P. nigrescens ndo houve diferenca significativa (p>0,05) de
adesdo a laminina, nas concentracdes de 108 UFC/mL e 5x107 UFC/mL (P = 0,98) e
houve diferenga na adesdo a laminina 10 UFC/mL e no controle negativo BSA 108
UFC/mL (P=0,03). Também, houve diferenca significativa na adesdo a laminina entre
5x10” UFC/mL e 107 UFC/mL (P=0,0001), e entre 5x107 UFC/mL e no controle
negativo BSA 108 UFC/mL (P=0,0001) (Figura 7). O mesmo pode ser observado nos
gréaficos da espécie P. melaninogenica (Figura 8). Na Figura 9 ndo houve diferenca
significativa apenas entre 108 UFC/mL e 5x10” UFC/mL (p=0,89) de P. nigrescens. E
na Figura 10 houve diferenca significativa entre as trés concentragdes. A adesdo do
controle negativo na segunda replicata de P. melaninogenica ndo teve diferenca

significativa em relagdo a concentrago de 10" UFC/mL (p=0,4).
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Figura 7: Quantificacdo de P. nigrescens aderidas por campo visual. A contagem de bactérias foi
realizada através do software Image j que contabiliza as particulas na imagem e gera um nimero de
bactérias aderidas por foto. Cada contagem é adicionada no programa Graphpad Prism 5 que gera
uma média da aderéncia e também realiza as analises estatisticas pelo Test T. Os resultados obtidos
séo da primeira réplica biolégica. Os asteriscos (*) indicam quais amostras quando comparadas entre
si, apresentam uma diferenca significativa (p<0,05). A- Primeiro experimento com incubagdo de 1
hora em anaerobiose. B- Segundo experimento com incubagéo de 2 horas em anaerobiose.
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Figura 8: Quantificacdo de P. melaninogenica aderidas por campo visual. A contagem de
bactérias foi realizada através do software Image j que contabiliza as particulas na imagem e
gera um ndmero de bactérias aderidas por foto. Cada contagem é adicionada no programa
Graphpad Prism 5 que gera uma média da aderéncia e também realiza as andlises estatisticas
pelo Test T. Os resultados obtidos séo de apenas da primeira réplica biolégica. Os asteriscos
(*) indicam quais amostras quando comparadas entre si, apresentam uma diferenca
significativa (p<0,05). A- Primeiro experimento com incubagédo de 1 hora em anaerobiose. B-
Segundo experimento com incubacéo de 1 hora em anaerobiose.

5.2 Obtengdo de extrato enriquecido de PMEs e analise eletroforética

Para obtencdo de extratos enriquecidos de PMEs, foram utilizadas as trés
espécies: P. intermedia, P. melaninogenica e P. nigrescens. Utilizando duas coloragdes,
nitrato de prata e coomassie G, podemos observar que a extragao foi bem sucedida, com
diferentes perfis proteicos em cada cepa testada. Também foram utilizados diferentes
parametros de sonicagdo, para garantir uma lise celular mais eficiente. Como observado,
no gel a sonicacdo de 44 ciclos de 40 segundos demonstrou um perfil proteico mais
diverso, quando comparado com a sonicagdo de 10 ciclos de 90 segundos, porém o
protocolo escolhido para ser seguido foi o de 10 ciclos por 90 segundos, para reduzir o
risco de degradacdo das proteinas (Figura 9 A e B).
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Figura 9:Extragdo de PMEs de P. intermedia, P. melaninogenica e P. nigrescens. (A) Gel de
poliacrilamida corado com nitrato de prata com 50%/40s/44x (amplitude/tempo de sonicac¢éo/ n°
de ciclos) no 1° experimento e no 2° experimento 50%/90s/10x (amplitude/tempo de sonicacéo/ n°
de ciclos). (B) Gel de poliacrilamida corado com azul de Coomassie coloidal G-250 com
50%/40s/44x (amplitude/tempo de sonicacéo/ n°® de ciclos) no 1° experimento e no 2° experimento
50%/90s/10x (amplitude/tempo de sonicagdo/ n° de ciclos). As siglas Pl, PM, PN e TM,
correspondem a P. intermedia, P. melaninogenica, P. nigrescens e ao padrdo de tamanho ou
massa molecular, respectivamente.

Outra extracdo de PMEs utilizando tampdo HEPES com adicdo de sodio foi
realizada, onde as células foram sumetidas a sonicacéo por 10 ciclos de 90 segundos e
coloragdo com nitrato de prata, e demonstrou um perfil proteico diferente do encontrado
nas extracdes anteriores utilizando o tampdo HEPES puro (Figura 10). A banda de
PN1 corresponde a extracdo de PME utilizando o tamp&o Hepes puro, que foi utilizado
nas extragdes anteriores e PN2 é a extracgao realizada com Hepes com adigdo de sédio.
Considerando esses resultados, passamos a utilizar apenas o tampao HEPES puro para

posterior extragoes.

PN1 TM PN2

50%/90s/10x

Figura 10: Extracdo de PMEs de P. nigrescens utilizando diferentes HEPES. Gel de
poliacrilamida corado com prata com 50%/90s/10x (amplitude/tempo de sonicagdo/ n° de ciclos). PN
1 corresponde a extragdo de PME utilizando HEPES puro, 0 mesmo utilizado na extracdo anterior,
TM corresponde ao padrdo de peso molecular e PN 2 corresponde a extragdo de PME utilizando
HEPES com adigdo de Na.
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Por fim, o protocolo padronizado para extragdo de PME leva uma sonicacéo
com 50%/90s/10x (amplitude/tempo de sonicag¢do/ n° de ciclos) e HEPES puro, sem a

adicéo de sal.

5.3 Purificacdo do ligante especifico através de cromatografia de afinidade e

analise eletroforética

Apbs a extracdo de PMEs, foi realizada uma purificagdo por uma coluna de
cromatografia de afinidade para purificagdo das proteinas que se ligam especificamente
a laminina. Todas as lavagens realizadas durante os experimentos foram armazenadas
para posterior andlise eletroforética. Com relagdo a P. nigrescens, na Figura 11, as
bandas de eluicdo do ligante especifico (utilizando glicina-HCI) foram muito fracas,
mesmo apds a concentracdo das proteinas, porém, ainda é possivel observar bandas
(sinalizadas com setas) de diferentes tamanhos utilizando a coloracdo de azul de
Coomassie coloidal 250 e prata. As bandas presentes no gel de azul de Coomassie
coloidal 250 foram cortadas e enviadas para espectometria de massas para analise. Em
seguida, concentramos o extrato utilizando o aparelho Speed vac. O extrato de proteinas
que foi passado na coluna é proveniente de outra extracdo de PME, utilizando os
parametros ja definidos. A amostra de elui¢do dessa coluna foi enviada em solucdo para

espectometria de massas para andlise (Figura 11 C).
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Figura 11: Purificacdo do ligante de P. nigrescens apds concentracdo. Gel de poliacrilamida corado
com comassie G (A). Gel de ploacrilamida corado com prata (B). A primeira banda TM corresponde ao
padrdo de peso molecular. As outras duas bandas representam a elui¢éo de proteinas de P. nigrescens, que
se ligaram especificamente a laminina e que foram concentradas utilizando o filtro Amicon® Ultra
Centrifugal Filters (A e B). Gel de poliacrilamida corado com prata com 50%/90s/10x (amplitude/tempo
de sonicacéo/ n° de ciclos). A primeira banda TM corresponde ao padrdo de peso molecular. As bandas
E1l, E2 e E3, representam a eluicdo de proteinas de P. nigrescens, que se ligaram especificamente a
laminina. E PN representa a extragdo de PME de P. nigrescens (C).
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Outra coluna utilizando a espécie P. intermedia foi realizada e ndo houve a

presenca de proteinas eluidas no gel corado com comassie G (Figura 10).

Pl E1 E2 E3 PI2 PI1 LAM TM

\_Y_)

50%/90s/10x

Figura 12: Extracdo de PMEs de P. intermedia utilizando quantidades maiores de meio de cultura
e purificagdo do ligante. Gel de poliacrilamida corado com azul de Coomassie coloidal 250 com
50%/10s/10x (amplitude/tempo de sonicacgéo/ n° de ciclos). PI corresponde a extragdo de PME utilizando
dois litros de meio de cultura (BHI) da espécie P.intermedia, as bandas E1, E2 e E3 correspondem a
eluicdo de ligantes que se ligam especificamente a laminina, eluidas utilizando glicina-HCI. P1 1
corresponde ao extrato proteico que passou pela coluna, mas ndo se ligou especificamente. J& a banda PI
2 equivale ao lavado de proteinas que ndo se ligou a laminina. A banda de LAM representa a laminina
ndo adsorvia na coluna e a banda TM é o padrdo de peso molecular.

5.4 Protebmica

Primeiramente, as bandas do gel da Figura 11 A, foram enviadas para analise
no aparelho ESI-Q-TOF no Centro de Espectrometria de Massas de Biomoléculas. Cada
banda foi nomeada como C1, D1, D2, E1, E2 e E3. Todos os resultados foram
analisados utilizando o programa Mascot online, com pardmetros ja descritos no item
4.11. Os resultados iniciais demonstraram uma alta contaminagdo por queratina nas

amostras. Porém, alguns peptideos ainda foram identificados e submetidos a uma busca
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no banco de dados do NCBI, para busca de proteinas com alguma identidade na cepa de

P. nigrescens utilizada nos experimentos.

As andlises da banda C1, em relacdo ao peptideo SLDLDSIIAEVK foi
demonstrado a presen¢a de uma adesina, com 83% de cobertura e 83% de identidade.
No mesmo peptideo foi encontrada também homologia com uma proteina hipotética
HMPREF9419 1933, que através de andlises no Blast, demonstrou ser a mesma
sequéncia da adesina encontrada. O mesmo peptideo encontrado em C1 foi encontrado
nas andlises das bandas E1, E2 e E3 sendo identificada a mesma adesina (Tabela 2). Na
banda E3, o peptideo FASFIDKVR também foi encontrado com homologia na mesma
adesina e a mesma proteina hipotética, com uma cobertura de 77% e uma identidade de
100%.

Analisando outros peptideos e outras bandas, foram encontradas diversas
homologias com diferentes proteinas. A banda D1 ndo demonstrou presenca de nenhum
peptideo. Os resultados completos de espectrometria de massas estdo demonstrados na

tabela em anexo.

Na digestdo in solution, houve uma contaminacdo de outra amostra com
proteinas de E. coli e Salmonella. Porém, alguns peptideos foram identificados e
também submetidos a busca no banco de dados do NCBI para busca de homologia com
proteinas da cepa de P. nigrescens utilizada nos experimentos. As analises do peptideo
ALVDAGYDGIVSAGVGDGNLYK demonstraram a presenca da mesma adesina
encontrada na digestdo das bandas, com uma cobertura de 68% e identidade de 100%, a
proteina hipotética HMPREF9419 1933 também foi encontrada com cobertura de 68%
e identidade de 100% (Tabela 3). Outras proteinas também foram encontradas e estdo

demonstradas na tabela 4 e 5 em anexo.

Esses resultados demonstraram, que essa proteina tem identidade de 100% com a
proteina hipotética HMPREF9419_1933 especifica de P. nigrescens cepa 33563. Esse
programa também demonstrou que dentro da familia Prevotellaceae 236 espécies

possuem proteinas com homologia a adesina.



Tabela 2: Proteinas ligantes a laminina de P. nigrescens identificadas a partir das bandas cortadas do gel contendo elui¢cdo com glicina-
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HCI
NUmero Possi_vel ) NUmero de I dentificacio Score? Massa Peptideos Banda
localizagao* Acesso? (DA)* Representativos
1 ME WP_040557291.1 adhesin [Prevotella 79 1301.7078 SLDLDSIIAEVK C1
nigrescens]
hypothetical protein
HMPREF9419 1933
2 ME EGQ12054.1 (Prevotellanigrescens 0 1301.7078 SLDLDSIIAEVK c1
ATCC 33563]
adhesin [Prevotella
. 69 1301.7078 SLDLDSIHAEVK El
3 ME WP_040557291.1 nigrescens]
hypothetical protein
4 ME EGQ12054.1 HMPREF9419 1933 69 1301.7078 SLDLDSIIAEVK El
[Prevotella nigrescens
ATCC 33563]
5 ME WP_040557291.1 adhesin [Prevotella 75 13017078 SLDLDSIIAEVK E2
- nigrescens]
hypothetical protein
6 ME EGQ12054.1 HMPREF9419 1933 70 1301.7078 SLDLDSIHAEVK E2

[Prevotella nigrescens
ATCC 33563]


https://www.ncbi.nlm.nih.gov/protein/750268342?report=genbank&log$=prottop&blast_rank=23&RID=ZW3XZRDD015
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_750268342
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_750268342
https://www.ncbi.nlm.nih.gov/protein/339607104?report=genbank&log$=prottop&blast_rank=24&RID=ZW3XZRDD015
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339607104
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339607104
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339607104
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339607104
https://www.ncbi.nlm.nih.gov/protein/750268342?report=genbank&log$=prottop&blast_rank=23&RID=ZW3XZRDD015
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_750268342
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_750268342
https://www.ncbi.nlm.nih.gov/protein/339607104?report=genbank&log$=prottop&blast_rank=24&RID=ZW3XZRDD015
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339607104
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339607104
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339607104
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339607104
https://www.ncbi.nlm.nih.gov/protein/750268342?report=genbank&log$=prottop&blast_rank=23&RID=ZW3XZRDD015
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_750268342
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_750268342
https://www.ncbi.nlm.nih.gov/protein/339607104?report=genbank&log$=prottop&blast_rank=24&RID=ZW3XZRDD015
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339607104
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339607104
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339607104
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339607104

7 ME WP_040557291.1 adhesin [Prevotella 69 1301.7078 SLDLDSHAEVK
nigrescens]

hypothetical protein
HMPREF9419 1933
[Prevotella nigrescens
ATCC 33563]

8 ME EGQ12054.1 69 1301.7078 SLDLDSHAEVK

9 ME WP_040557291.1 adhesin [Prevotella 65 1301.7078 FASFIDKVR
nigrescens]

hypothetical protein
10 ME EGQ12054.1 HMPREF9419_1933 65 1301.7078

[Prevotella nigrescens
ATCC 33563]

FASFIDKVR

Os peptideos identificados foram submetidos a protocolos de digestdo em gel e in solution e analisados por ESI-Q-TOF, como descrito nos materiais e
métodos.

1CELLO e Psort. ME: Membrana Externa; M1: Membrana interna; EC: Extracelular; PE: Periplasma; CT: Citoplasma
2NUmero de identificagdo da proteina no banco de dados NCBI (National Center for Biotechnology Information)
3Valor considerado para identificagéo eficiente dado pelo programa Mascot.

4Massa Molecular (Mascot)

E3

E3

E3

E3
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https://www.ncbi.nlm.nih.gov/protein/750268342?report=genbank&log$=prottop&blast_rank=23&RID=ZW3XZRDD015
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_750268342
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_750268342
https://www.ncbi.nlm.nih.gov/protein/339607104?report=genbank&log$=prottop&blast_rank=24&RID=ZW3XZRDD015
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339607104
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339607104
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339607104
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339607104
https://www.ncbi.nlm.nih.gov/protein/750268342?report=genbank&log$=prottop&blast_rank=23&RID=ZW3XZRDD015
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_750268342
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_750268342
https://www.ncbi.nlm.nih.gov/protein/339607104?report=genbank&log$=prottop&blast_rank=24&RID=ZW3XZRDD015
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339607104
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339607104
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339607104
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339607104

Tabela 3: Proteinas ligantes a laminina de P. nigrescens identificadas a partir da digest&o in solution da elui¢do com glicina-HCI.

Ndmero Possivel . Namero de Identificagdo Score? Massa Peptideos
localizagdo Acesso? (DA)* Representativos

adhesin [Prevotella
nigrescens]

hypothetical protein

2
ME EGQ12054.1 HMPREF9419_1933 28 2153.0641 ALVDAGYDGIVSAG

[Prevotella nigrescens ATCC
33563]

Os peptideos identificados foram submetidos a protocolos de digestdo em gel e in solution e analisados por ESI-Q-TOF, como descrito nos materiais e
métodos.

1CELLO e Psort. ME: Membrana Externa; M1: Membrana interna; EC: Extracelular; PE: Periplasma; CT: Citoplasma

2NUmero de identificacdo da proteina no banco de dados NCBI (National Center for Biotechnology Information)

SValor considerado para identificacio eficiente dado pelo programa Mascot.

4Massa Molecular (Mascot)
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6. DISCUSSAO

Um dos passos essenciais da patogénese bacteriana é a adesdo. O processo de
adesdo fornece a bactéria estabilidade, protecdo, permanéncia e colonizacdo de um
microrganismo em determinada superficie. Diversas bactérias possuem a habilidade de
se aderir a superficies bioticas e abidticas, como Staphylococcus aureus (Yang e Ji,
2014), Streptococcus pyogenes (Brouwer et al., 2016), Neisseria gonorrhoeae
(Tramont, 1981), E. coli (Friedlander, VVogel e Aizenberg, 2015), entre diversas outras.
A adesdo pode ocorrer em diferentes sitios do corpo, e podem ter como alvo proteinas,
carboidratos, lipideos e aglcares (Ofeck, Hasty e Doyle, 2003). A adesdo pode ser
definida também como um passo importante para que bactérias consigam invadir e se
disseminarem pelos tecidos do hospedeiro. Para isso, elas precisam de mecanismos de
adersdo a componentes da MEC, que vem a ser uma barreira de sustentacdo para as

células epiteliais e protecdo do endotélio.

Estudos em relagdo a adesdo de bactérias anaerdbias sdo muito escassos, bem
como estudos sobre a patogenicidade de espécies de Prevotella spp. Levando isso em
consideragdo, nosso grupo analisou trés espécies de Prevotella, comumente encontradas
na cavidade oral quanta a sua capacidade de adesdo a proteinas da MEC. Das trés
espécies selecionadas, apenas duas, P. melaninogenica e P. nigrescens, demonstraram

um potencial de adesdo em diferentes concentragdes de indculo bacteriano.

P. melaninogenica exibiu um potencial de adesdo maior durante 0s ensaios, e
até o momento n&o existem muitos trabalhos relacionando essa espécie & adeséo a MEC
e nem demonstrando a associagdo de P. melaninogenica a outras espécies. Essa espécie
ja foi isolada no escarro de criangas com fibrose cistica (Tunney et al, 2008), e em
pacientes com quadros avancados de periodontite (Triches et al, 2014). Nesse contexto,
alguns estudos demonstram sua presenca em infecgdes em outros sitios, ndo tdo comuns
a sua colonizagdo, como a presenca de anticorpos de P. melaninogenica em pacientes
com artrite reumatoide (Ogrendik et al., 2005), isolamento dessa espécie em pacientes
com inflamacdo na regido pélvica (Saini et al., 2003) e também em pacientes com

osteomielite (Finkelstein et al., 1992).
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A adeséo de P. nigrescens foi menor, quando comparada a P. melaninogenica.
Essa espécie, diferente de P. melaninogenica, esta muito mais relacionada a doengas na
cavidade oral, como quadros de periodontite crdnica e agressiva (Mullally et al., 2000),
aumento no risco de periodontite (Stingu et al., 2013) e associacdo a periodontite
cronica (Teanpaisan, Douglas e Walsh, 1995). Também estd ligada a quadros
sistémicos, como deteccgdo de P. nigrescens em pacientes com aneurisma da aorta (Ding
et al., 2014), e alta prevaléncia com em individuos com doencas coronarianas (Beck et
al., 2005). Possui uma grande variedade de mecanismos de viruléncia. Porém, assim
como P. melaninogenica, existem poucos estudos sobre adeséo de P. nigrescens, e em
relacdo a adesdo da espécie a MEC, Alugupalli e Kalfas, em 1997, descreveram a

adesdo de P. intermedia e P. nigrescens a Matrigel.

No nosso estudo, analisando as duas espécies testadas, foi possivel observar
uma diferenca significativa entre as concentracdes utilizadas de 5.10” CFU/mL e 107
CFU/mL. Porém, ha uma diferenca bem marcante na quantidade de bactérias aderidas
por campo entre P. nigrescens e P. melaninogenica. Outro dado importante é a
diferenca na concentragdo de bactérias aderidas entre o primeiro e o segundo
experimento. 1sso pode ter ocorrido, devido ao aumento no tempo de incubagdo com a
laminina. Também em P. nigrescens foi observada uma adesdo maior no controle
negativo no segundo experimento, e isso pode ter se dado por conta da concentragdo do
in6eulo utilizada. Essa concentragio de 108 CFU/mL para o controle negativo, foi
escolhida como uma forma de reduzir o desperdicio de laminina e BSA, utilizando altas
concentrages de inoculo bacteriano. Ao observar também o primeiro experimento,
entre a concentragdo de 108 CFU/mL e 5 x 107 CFU/mL néo ha diferenga significativa
entre as duas quantificagdes de adesdo, uma das hipdteses para explicar esse fato, é que
a partir de uma determinada concentracdo, hd uma saturacdo da adesdo bacteriana. Em
P. melaninogenica, houve uma redugdo de bactérias aderidas por campo entre a
concentragdo de 5 x 10 CFU/mL no primeiro experimento e na concentragio de 5.10°
CFU/mL no segundo experimento. A reducdo da adesdo pode ter se dado por conta de
alguns fatores, como mudan¢a dos gases na camara de anaerobiose, diferentes
fabricantes dos reagentes para o preparo do meio de cultivo. Nossos resultados indicam
que esses experimentos in vitro sdo bastante susceptiveis as mais diferentes variaveis,
sendo de dificil reprodutibilidade. Entretanto, a tendéncia observada nos graficos dos

dois experimentos, como a dependéncia do tamanho do inoculo e a adesdo negativa ao
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controle (BSA), foi mantida. Dessa forma, julgamos que o método utilizado é confiavel,

mas depende de uma padronizagdo estrita para reprodutibilidade.

A (ltima espécie testada foi P. intermedia que ndo demonstrou adesdo em
nenhuma das concentracGes testadas. Esse resultado foi inesperado, uma vez que essa é
uma das Unicas espécies do género que possui uma grande quantidade de estudos que
demonstra sua capacidade de adesdo a MEC. Em 1992, foi identificado que a cepa
OMGS105 consegue se aderir & laminina (Kalfas et al., 1992). Também ja foi
identificada aderéncia de P. intermedia e P. nigrescens a Matrigel e a inibicdo dessa
adesdo pode ser visualizada utilizando um tratamento com lactoferrina (Alugupalli &
Kalfas, 1997). Yu e colaboradores em 2006, identificaram a AdpB na cepa P.
intermedia 17, uma proteina de membrana externa que consegue se ligar a fibronectina,
laminina, fibrinogénio e colageno (Yu et al., 2006). Com todos esses dados,
acreditamos que a espécie de P. intermedia demonstraria uma adeséo forte e dose
dependente. Em funcdo dos resultados obtidos, especulamos que possa ter ocorrido uma
menor expressao de proteinas de membrana externa com funcéo de adesina em razéo da
fase de crescimento utilizada nos experimentos. Além disso, ndo foi possivel verificar a
presenca do gene codificando a proteina AdpB, j& que a cepa utilizada em nosso estudo
ndo foi sequenciada. Iniciadores serdo desenhados para detec¢do do gene que expressa a

proteina AdpB na cepa utilizada no estudo.

Durante os experimentos de adesdo as concentragdes bacterianas tanto de P.
melaninogenica e P. nigrescens, utilizadas foram de 108 UFC/mL, 5 x 107 UFC/mL e
10" UFC/mL. Nossos resultados demonstraram que a quantidade de bactérias aderidas
na concentragdo de 108 UFC/mL ndo é significativamente maior em relagdo a
concentragdo de 5.107 UFC/mL. Acredita-se que isso possa se dar pela alta
concentragdo de bactérias, que quando desafiadas a interagir com a laminina, formem
grumos ou até mesmo ndo consigam se aderir de forma tdo eficaz, uma vez que a
laminula possa estar saturada de bactérias. A formagdo de grumos também dificulta a
leitura dos resultados que é feita de forma automatizada pelo programa imageJ.
Observando a concentracio de 5 x 10’ UFC/mL é possivel visualizar uma adesdo mais
uniforme e a formagdo de um tapete de bactérias, sem a presenca de muitos grumos.
Logo essa concentragdo se demonstrou 6tima para experimentos de adesdo utilizando
essas espécies de Prevotella spp. Na concentragdo de 10" UFC/mL é visivel uma

reducio da adesdo, quando comparada com 5 x 107 UFC/mL, esse resultado é
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significativo (p<0,05), sugerindo que a adesdo & dose dependente. Nosso controle
negativo foi feito com BSA e a concentragio de bactérias utilizada foi de 108 UFC/mL,
0 que gerou certo problema, por ser uma concentragdo muito alta, e essa bactéria ser
capaz de se aderir também & laminula, mesmo com bloqueio, foi possivel detectar certa
quantidade de bactérias aderidas bem préximo da quantidade de bactérias aderidas na
concentragdo de 10" UFC/mL. Dessa forma, os proximos experimentos de quantificagio
da adesdo serdo realizados com uma concentracdo menor de bactérias no controle

negativo.

Levando em consideracdo os resultados dos experimentos de adesdo, na
tentativa de elucidar o ligante da laminina, foi obtido um extrato enriquecido de PMEs.
A adesdo proteina-proteina é muito comum e ja foi descrita em diversas espécies. Essas
PMEs podem ter diversas fun¢des, como adesdo (Dyer et al., 2015), prote¢éo (Wu et al,
2013), resisténcia (Li et al., 2015) e também podem ser importante em usos
terapéuticos, como producédo de vacinas (Lun et al., 2014). A metodologia de Hobb e
colaboradores 2009 foi selecionada uma vez que seus resultados demonstravam uma

extracdo de proteinas com bandas fortes, bem definidas e a solubilizagéo das proteinas.

No presente estudo, o perfil de proteinas extraidas e visualizadas no gel foi
diferente para cada espécie testada, as bandas visualizadas ndo estavam tdo nitidas e foi
possivel observar a presenca de bandas presas no gel de empacotamento.. Em fungéo
desses resultados foram realizadas modificacGes no protocolo para aperfeicoamento da
técnica como utilizagdo de sonicador com intuito de lisar as células e a adicdo de
Rapigest ao final do protocolo para melhor solubilizacdo de proteinas. Uma das
desvantagens da técnica é a possivel contaminacdo por proteinas de outros
compartimentos celulares. Dessa forma, os dados obtidos da espectometria de massas
apés a cromatografia foram submetidos as plataformas CELLO (Yu, Lin e Hwang,
2004) e PSORT para certificar que o possivel ligante de laminina seja de fato uma
PME.

Dentre as alteracbes metodoldgicas testadas, um ponto importante foi a etapa
de sonicacdo. Inicialmente foi utilizada a frequéncia de 50 Hz e 44 ciclos de 40
segundos, a segunda sonicagdo utilizou a mesma frequéncia, mas foram modificados o
numero de ciclos e o tempo, para 10 ciclos de 90 segundos. A tentativa de diminuir o

numeéro de ciclos se deu por conta de que a sonicacdo pode vir a danificar as proteinas
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de membrana dessas bactérias. As extragbes com o primeiro protocolo, entretanto, se
demonstraram mais eficazes em relagdo a diversidade de bandas observadas por SDS-
PAGE. O uso de Hepes com sbédio ndo trouxe resultados bem sucedidos, como
visualizado na Figura 9, provavelmente a presenca de sédio interferiu na extragdo das
proteinas ou no detergente utilizado para solubilizar a membrana externa. A utilizagéo
do detergente N-lauroilsarcosina com concentragdo de 1% a 37 °C por 30 minutos
demonstrou uma capacidade de solubilizacdo maior, quando comparada com a
concentracdo de 0,3% a 4 °C por 1 hora, utilizada por Boente et al (2016). A adigdo de
Rapigest a 0,2% na etapa final da extracdo se deu por conta da hidrofobicidade dessas
proteinas de PME que facilitava a formagao de grumos a partir da suspensdo do extrato
apenas em tampdo HEPES Outros detergentes podem ser utilizados para solubilizar
essas proteinas, como SDS 8.2 mM, Tween 20 0,05 mM, Triton X-100 0.3 mM
(Vuckovic et al., 2013). O uso do solvente vai depender do tipo de proteina e da

metodologia de extragdo e purificagdo (Vuckovic et al., 2013).

Mesmo com essas técnicas de solubilizagdo, a visualizagdo de PME no gel
ainda é dificil, sendo possivel observar distor¢fes, como arrastes e proteinas presas no
gel de empacotamento, sendo visivel nas Figuras 9, 10 e 11. As metodologias de
identificagdo de proteinas por gel podem ser problematicas, uma vez que proteinas
muito hidrofébicas ou muito basicas, proteinas pouco concentradas, ou que possuem um
peso molecular muito baixo ou muito alto, podem nédo ser bem visualizadas e perdidas
nessa técnica. Com isso, outras técnicas de andlise de proteinas de membrana, como a
espectrometria de massas, podem ser estudadas e aplicadas dependendo do tipo de
estudo de proteinas (Wu e Yates, 2003).

Utilizando as PMEs extraidas, realizamos uma cromatografia de afinidade
utilizando a coluna HiTrap™NHS-activated HP de sefarose. Nossa andlise de eficiéncia
de ligacdo de laminina a coluna foi submeter a eletroforese todos os eluidos em um gel
de poliacrilamida. Além disso, analisamos todos os efluentes da lavagem da coluna com
tampé@o de lavagem permitiu a saida de PMEs ndo especificas do sistema e se é possivel
observar a presenca de proteinas na eluigcdo de laminina mais a proteina especifica. Essa
metodologia demonstrou visualmente no gel de SDS-PAGE, uma reduc¢do das bandas
de proteinas ap6s serem injetadas na coluna, quando comparada com o extrato proteico

antes de ser injetado. Uma forma de analisar o rendimento da coluna seria quantificar a
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concentragdo de proteinas, através do Qubit® (Invitrogen) a concentracdo de proteinas

antes e depois de passar pela coluna, sendo essa uma forma pratica e rapida de analise.

Analisando os géis de purificacdo de proteina nas Figuras 11, é possivel
observar a presenca de bandas de proteinas nas por¢des de eluicdo do ligante especifico
da coluna. A deteccdo dessas proteinas s6 foi possivel apés metodologias de
concentracdo. Inicialmente, foi utilizado o estudo de Fic e colaboradores em 2010, para
selecionar metodologias de precipitacdo de proteinas. Com base nos resultados do
artigo,  selecionamos duas  metodologias de  concentragdo,  utilizando
cloroférmio/metanol e acetona. Entretanto, nenhuma das duas metodologias se mostrou
eficiente para precipitacdo de proteinas de Prevotella spp. Posteriormente, selecionamos
uma metodologia de concentragéo por centrifugacao utilizando o sistema Amicon® de 4
mL com membrana de ponto de corte de 3 KDa, dessa forma, ap0s a centrifugagdo, as
proteinas eluidas da coluna ficam retidas pela membrana. Essa metodologia ndo é
indicada, uma vez que ha uma perda muito grande de material que pode ficar preso na
membrana. Em adicdo, realizamos a secagem da amostra utilizando o equipamento
Speed-Vac para obter um extrato ainda mais concentrado. Como é possivel visualizar
nos géis (Figura 11), as bandas de proteinas eluidas sdo muito fracas, mesmo utilizando
coloragdes sensiveis, como Coomassie G e impregnacédo por nitrato de prata e diversas
metodologias de concentracdo. Uma forma de reverter esse problema seria passar novos
extratos de PME pela coluna para obter um eluido mais enriquecido de proteinas

purificadas.

Utilizando o gel da Figura 11 A, as bandas foram cortadas, submetidas a
digestdo de proteinas e ao espectrometro de massas ESI-Q-TOF acoplado a uma coluna
de cromatografia liquida. A analise dos resultados demonstrou uma concentragdo muito
alta de queratina, ainda maior que a concentragdo de proteinas de interesse. A
contaminacdo por queratina é muito comum nesse tipo de analise, podendo vir do
manuseio do material ou até mesmo dos tampdes utilizados. Em todas as amostras
enviadas a andlise, houve uma contaminacéo por queratina, uma vez que a coluna de
cromatografia liquida ficou com resquicios de queratina, essa contaminagdo

comprometeu as anélises de todas as bandas enviadas.

Apos esses resultados, uma nova coluna de cromatografia por afinidade foi

realizada. Entretanto, a visualizagdo de bandas no gel foi fraca, uma vez que a
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quantidade de proteinas ap6s elui¢do com glicina-HCI é muito baixa. Para concentrar as
proteinas, as amostras foram submetidas a centrifugacéo utilizando o sistema Amicon®
(Merk) e em seguida foram enviadas para secagem no Speed-vac. Ap6s as metodologias
de concentragdo, foi possivel visualizar bandas em gel impregnado com prata (Figura
11 C). Para a segunda amostra, foi selecionada uma anélise de proteinas in solution,
uma vez que a coloracdo com azul de coomassie coloidal ndo foi bem sucedida. A
andlise dos resultados demonstrou uma concentracéo alta de L-asparaginase de E.coli,
que se deu por conta de uma contaminagdo na maquina provocada por uma amostra de
outro usudrio. Além dos problemas de contaminacéo, as amostras ndo passaram por um
processamento de zip-tip, que seria um processo de purificagdo da amostra com a
retirada de impurezas, antes de a amostra ser aplicada no espectrémetro, apenas pelo
protocolo de digestdo descrito no item 4.9, isso gerou um blogueio na coluna C18 que

faz parte do equipamento utilizado.

Mesmo com todos os problemas ocorridos nas duas metodologias realizadas de
protedmica, a analise das amostras por meio do programa Mascot e pelo NCBI foi feita,
uma vez que poderia haver proteinas de interesse. A corrida das bandas cortadas na
primeira anélise no programa Mascot e a corrida da digestdo in solution, demonstraram

proteinas de P. nigrescens.

A analise das bandas de C1, E1, E2 e E3 e da analise in solution demonstrou a
presenga de uma adesina que também pode ser encontrada como uma proteina
hipotética HMPREF9419_1933. O mesmo dominio de adesdo na adesina encontrada
estd presente na proteina hipotética, 0 que sugere que essa proteina também funciona
como uma adesina. A adesina possui homologia com diversas sequencias proteicas em
espécies de Prevotella spp e também foi descrita em P. gingivalis (Pavloff et al, 1995;
Pavloff et al, 1997 e Veith et al., 2002). De acordo com esses estudos, a regido da
adesina identificada faz parte de uma proteina que possui um papel como gingipaina,
sendo uma protease secretada por P. gingivalis, que possui um papel na degradagdo de
citocinas pro-inflamatdrias, essa mesma proteina possui diversos sitios de adesdo.
Primeiramente, as duas sequéncias proteicas foram submetidas aos programas CELLO e
Psort, para confirmar que essas proteinas sdo PMEs. Os dois programas confirmaram
que essas proteinas estdo presentes na membrana externa de bactérias Gram negativas.

Em seguida, a sequencia da adesina foi submetida a analise no programa HMMER
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(Finn et al., 2015), que é uma plataforma que gera uma arvore de homologia, demonstra

funcdo da proteina e dominios.

A proteina HMPREF9419 1933 possui um dominio de adeséo conservado, que
possui diversas fungbes, como adesdo celular, lise e ligagdo a carboidratos. Repeti¢des
em tandem desse dominio constituem regides de hemaglutinina/adesina e proteinases,
como gingipaina. Esses dominios podem estar relacionados & adesdo de outras espécies
bacterianas e podem estar sendo expressos de modos diferentes (Pavloff et al., 1995).
Outro ponto importante é que esse dominio de adesdo pode atuar junto com outros
dominios presentes na proteina. E o presente estudo sugere que esse dominio pode ser

capaz de se aderir a moléculas de laminina.

Todas as outras proteinas detectadas foram analisadas pelo programa CELLO e
Psort, para localizagdo das proteinas, e todos os resultados foram heterogéneos, tendo
proteinas na regido citoplasmatica, membrana interna, periplasma e membrana externa.
Esses resultados indicam que durante a extragdo de PMEs pode ter ocorrido uma
possivel contaminacdo por proteinas de outros compartimentos celulares. Outra
possibilidade, é que os peptideos identificados durante a espectrometria tenham

homologia com as proteinas de outros compartimentos.

Entender o funcionamento dos mecanismos de viruléncia, como adeséo, é de
extrema importancia para que futuramente, haja um tratamento para impedir uma
possivel infeccdo, impedindo a bactéria de colonizar determinados tecidos. As
Prevotella sdo bactérias anaerdbias que ndo possuem um interesse clinico tdo grande,
como outras espécies. Porém, isso ndo reduz sua importancia clinica, sendo uma
bactéria muito presente em quadros de periodontite avancada e cronica e por estarem
presentes em quadros de infeccBes sistémicas. Essas espécies também vém sendo
relacionadas a algumas disbioses no trato gastrointestinal e até mesmo na cavidade
vaginal. Bactérias desse género também tem chamado a atengéo por estarem presentes
em quadros de infec¢des sistémicas. O presente estudo demonstrou a capacidade de
adesdo de duas espécies do género Prevotella que estdo relacionadas a quadros
infecciosos e também identificou uma adesina de P. nigrescens cepa 33563 que pode
estar intimamente relacionada a capacidade de adesdo e patogenicidade dessa espécie.
Outras andlises ainda precisam ser concluidas, como a identificacdo do ligante de P.

melaninogenica e entender o porqué da cepa utilizada de P. intermedia ndo se aderir a
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laminina. Porém, o estudo trouxe informagfes importantes que servem como um
incentivo para o prosseguimento do projeto e para a compreensdo dos mecanismos de
adesdo e patogenicidade de espécies bacterianas pouco estudadas e pouco
compreendidas. Espera-se que o0s resultados possam ser adicionados a outros e

utilizados para elucidagdo dos mecanismos de viruléncia do género Prevotella.



65

7. CONCLUSAO

v’ Foi detectada a capacidade de adesdo de duas espécies do género
Prevotella, P. nigrescens e P. melaninogenica, a lamining;

v’ Os resultados da espectrometria de massas revelaram a presenca de uma
adesina na cepa de P. nigrescens, que esta presente na membrana
externa, apos analises nos programas CELLO e Psort;

v A localizagdo de proteinas eluidas da coluna, foi bem heterogéneo,
revelando uma possivel contaminagdo de proteinas de outros
compartimentos celulares.
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Tabela 4: Proteinas de Prevotella nigrescens identificadas a partir das bandas cortadas do gel contendo elui¢do com glicina-HCI.
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https://www.ncbi.nlm.nih.gov/protein/490495913?report=genbank&log$=prottop&blast_rank=9&RID=ZW62TK3V01N
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490495913
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https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490499869
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https://www.ncbi.nlm.nih.gov/protein/490498299?report=genbank&log$=prottop&blast_rank=15&RID=ZW75HJP3014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490498299
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490498299
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490498299
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490498299
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https://www.ncbi.nlm.nih.gov/protein/490501422?report=genbank&log$=prottop&blast_rank=29&RID=ZW75HJP3014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490501422
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490501422
https://www.ncbi.nlm.nih.gov/protein/490501193?report=genbank&log$=prottop&blast_rank=30&RID=ZW75HJP3014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490501193
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490501193
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490501193
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490501193
https://www.ncbi.nlm.nih.gov/protein/490500741?report=genbank&log$=prottop&blast_rank=31&RID=ZW75HJP3014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490500741
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490500741
https://www.ncbi.nlm.nih.gov/protein/490500377?report=genbank&log$=prottop&blast_rank=39&RID=ZW75HJP3014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490500377
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490500377
https://www.ncbi.nlm.nih.gov/protein/490499720?report=genbank&log$=prottop&blast_rank=49&RID=ZW75HJP3014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490499720
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490499720
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490499720

25

26

27

28

29

30

31

32

EC

PE/EC/
MF

MI

CT

CT

PE/CT

MI

ME

WP_004366403.1

WP _004366639.1

WP _004367464.1

WP 004364138.1

WP 004365444.1

WP 004367678.1

WP 004365652.1

WP _004367449.1

right-handed parallel beta-

helix repeat-containing

protein [Prevotella

nigrescens

secretion protein
[Prevotella nigrescens]

hypothetical protein

[Prevotella nigrescens]

DNA mismatch repair
protein MutL [Prevotella

nigrescens

formate--tetrahydrofolate

ligase [Prevotella

nigrescens

pyruvate:ferredoxin

(flavodoxin) oxidoreductase

[Prevotella nigrescens]

peptide transporter
[Prevotella nigrescens]

clan AA aspartic protease

[Prevotella nigrescens]

65

65

1231.5906

1231.5906

1231.5906

1231.5906

1231.5906

1231.5906

1253.6001

1253.6001

SGGGGGGGLGSGGS

SGGGGGGGLGSGGS

SGGGGGGGLGSGGS

SGGGGGGGLGSGGS

SGGGGGGGLGSGGS

SGGGGGGGLGSGGS

GFSSGSAVVSGGSR

GFSSGSAVVSGGSR

C1

C1

C1

C1

C1

C1
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https://www.ncbi.nlm.nih.gov/protein/490500280?report=genbank&log$=prottop&blast_rank=54&RID=ZW75HJP3014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490500280
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490500280
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490500280
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490500280
https://www.ncbi.nlm.nih.gov/protein/490500518?report=genbank&log$=prottop&blast_rank=56&RID=ZW75HJP3014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490500518
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490500518
https://www.ncbi.nlm.nih.gov/protein/490501354?report=genbank&log$=prottop&blast_rank=61&RID=ZW75HJP3014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490501354
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490501354
https://www.ncbi.nlm.nih.gov/protein/490497984?report=genbank&log$=prottop&blast_rank=79&RID=ZW75HJP3014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490497984
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490497984
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490497984
https://www.ncbi.nlm.nih.gov/protein/490499310?report=genbank&log$=prottop&blast_rank=83&RID=ZW75HJP3014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490499310
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490499310
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490499310
https://www.ncbi.nlm.nih.gov/protein/490501570?report=genbank&log$=prottop&blast_rank=93&RID=ZW75HJP3014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490501570
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490501570
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490501570
https://www.ncbi.nlm.nih.gov/protein/490499521?report=genbank&log$=prottop&blast_rank=4&RID=ZW8J7MWU014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490499521
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490499521
https://www.ncbi.nlm.nih.gov/protein/490501339?report=genbank&log$=prottop&blast_rank=13&RID=ZW8J7MWU014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490501339
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490501339

33

34

35

36

37

38

39

40

PE

ME/MI

ME/MI

MI

CT/EC

MI

MI

CT

WP _040557068.1

S46 family peptidase

WP _004367397.1 - 63
[Prevotella nigrescens]
WP 004367074.1 protein translocase subunit 63
- SecDF [Prevotella
nigrescens

2-succinyl-5-enolpyruvyl-6-

WP 004366460.1
hydroxy-3-cyclohexene-1-

carboxylic-acid synthase

[Prevotella nigrescens]

WP 0043669741 potassium transporter 63

[Prevotella nigrescens]

EGQ11699.1 hypothetical protein 63

HMPREF9419 2315
[Prevotella nigrescens ATCC

33563

WP 004364883.1 ZIP family metal transporter 63

[Prevotella nigrescens]

membrane protein

WP 004365666.1 63

[Prevotella nigrescens]

tRNA uridine-5-
carboxymethylaminomethyl

(34) synthesis enzyme
MnmG [Prevotella

nigrescens

1253.6001

1253.6001

1253.6001

1253.6001

1253.6001

1253.6001

1253.6001

1253.6001

GFSSGSAVVSGGSR

GFSSGSAVVSGGSR

GFSSGSAVVSGGSR

GFSSGSAVVSGGSR

GFSSGSAVVSGGSR

GFSSGSAVVSGGSR

GFSSGSAVVSGGSR

GFSSGSAVVSGGSR

C1

C1

C1

C1

C1

C1

C1

C1
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https://www.ncbi.nlm.nih.gov/protein/490501286?report=genbank&log$=prottop&blast_rank=15&RID=ZW8J7MWU014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490501286
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490501286
https://www.ncbi.nlm.nih.gov/protein/490500958?report=genbank&log$=prottop&blast_rank=16&RID=ZW8J7MWU014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490500958
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490500958
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490500958
https://www.ncbi.nlm.nih.gov/protein/490500337?report=genbank&log$=prottop&blast_rank=21&RID=ZW8J7MWU014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490500337
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490500337
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490500337
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490500337
https://www.ncbi.nlm.nih.gov/protein/490500857?report=genbank&log$=prottop&blast_rank=25&RID=ZW8J7MWU014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490500857
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490500857
https://www.ncbi.nlm.nih.gov/protein/339606732?report=genbank&log$=prottop&blast_rank=44&RID=ZW8J7MWU014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339606732
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339606732
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339606732
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339606732
https://www.ncbi.nlm.nih.gov/protein/490498738?report=genbank&log$=prottop&blast_rank=54&RID=ZW8J7MWU014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490498738
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490498738
https://www.ncbi.nlm.nih.gov/protein/490499535?report=genbank&log$=prottop&blast_rank=69&RID=ZW8J7MWU014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490499535
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490499535
https://www.ncbi.nlm.nih.gov/protein/750268089?report=genbank&log$=prottop&blast_rank=74&RID=ZW8J7MWU014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_750268089
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_750268089
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_750268089
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_750268089
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_750268089

cT EGQ13699.1 glucose inhibited division ¢4 1253.6001  GFSSGSAVVSGGSR

protein A [Prevotella
nigrescens ATCC 33563]

ME WP 004366425.1 Po-assembly proteinLptD 12536001  GFSSGSAVVSGGSR

[Prevotella nigrescens]

ME WP 0043673241 hypothetical protein 44 12536001  GFSSGSAVVSGGSR

[Prevotella nigrescens]

ribosome assembly cofactor

CT WP _004363232.1 62 1380.6408 ALEESNYELEGK
- RimP [Prevotella
nigrescens
cT WP 0043667951 ~ einine—tRNAligase o, 13856408  ALEESNYELEGK

[Prevotella nigrescens]

ME WP 004366647.1 1onB-dependent receptor o, 1380.6408  ALEESNYELEGK

[Prevotella nigrescens]

RNA polymerase sigma-54

CT WP _040556913.1 62 1380.6408 ALEESNYELEGK
factor [Prevotella
nigrescens
cT £GQ14011.1 DNA-directed RNA  o» 13806408  ALEESNYELEGK

polymerase sigma subunit
RpoN [Prevotella nigrescens

ATCC 33563

PE/ME WP 004366250.1  letratricopeptide repeat o, 1380.6408  ALEESNYELEGK

protein [Prevotella

nigrescens



https://www.ncbi.nlm.nih.gov/protein/339608815?report=genbank&log$=prottop&blast_rank=76&RID=ZW8J7MWU014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339608815
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339608815
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339608815
https://www.ncbi.nlm.nih.gov/protein/490500302?report=genbank&log$=prottop&blast_rank=86&RID=ZW8J7MWU014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490500302
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490500302
https://www.ncbi.nlm.nih.gov/protein/490501212?report=genbank&log$=prottop&blast_rank=88&RID=ZW8J7MWU014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490501212
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490501212
https://www.ncbi.nlm.nih.gov/protein/490497066?report=genbank&log$=prottop&blast_rank=1&RID=ZW9EKW42014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490497066
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490497066
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490497066
https://www.ncbi.nlm.nih.gov/protein/490500676?report=genbank&log$=prottop&blast_rank=3&RID=ZW9EKW42014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490500676
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490500676
https://www.ncbi.nlm.nih.gov/protein/490500526?report=genbank&log$=prottop&blast_rank=10&RID=ZW9EKW42014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490500526
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490500526
https://www.ncbi.nlm.nih.gov/protein/750267842?report=genbank&log$=prottop&blast_rank=12&RID=ZW9EKW42014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_750267842
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_750267842
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_750267842
https://www.ncbi.nlm.nih.gov/protein/339609135?report=genbank&log$=prottop&blast_rank=13&RID=ZW9EKW42014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339609135
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339609135
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339609135
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339609135
https://www.ncbi.nlm.nih.gov/protein/490500125?report=genbank&log$=prottop&blast_rank=14&RID=ZW9EKW42014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490500125
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490500125
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490500125
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51

52

53

54

55

56

57

58

CT

ME

ME

ME/PE/
CT

CT

PE

CT

CT

CT

WP 004365598.1 4-a|pha-glucan?transferase 62
[Prevotella nigrescens]

EGO16905.1 hypothetical protein 62

HMPREF9419 0604
[Prevotella nigrescens ATCC

33563

WP 040ss6760.1  DUrs0/8domain g
containing protein

[Prevotella nigrescens]

WP _004367829.1 membrane protein 62

[Prevotella nigrescens]

EGQ14997.1 hypothetical protein 62
HMPREF9419 1168
[Prevotella nigrescens ATCC
33563
hypothetical protein 62

[Prevotella nigrescens]

WP 004363552.1

WP 0405573171 ATP-dependent helicase 61

[Prevotella nigrescens]

SNF2/RAD54 family helicase

EGQ11879.1 - 61
[Prevotella nigrescens ATCC
33563
WP 0043666161 DNA methylase [Prevotella 61

nigrescens

1380.6408

1380.6408

1380.6408

1380.6408

1380.6408

1380.6408

1474.7780

1474.7780

1474.7780

ALEESNYELEGK

ALEESNYELEGK

ALEESNYELEGK

ALEESNYELEGK

ALEESNYELEGK

ALEESNYELEGK

FLEQQNQVLQTK

FLEQQNQVLQTK

FLEQQNQVLQTK

C1

C1

C1

C1

C1

C1

C1

C1

C1
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https://www.ncbi.nlm.nih.gov/protein/490499466?report=genbank&log$=prottop&blast_rank=28&RID=ZW9EKW42014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490499466
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490499466
https://www.ncbi.nlm.nih.gov/protein/339612090?report=genbank&log$=prottop&blast_rank=45&RID=ZW9EKW42014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339612090
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339612090
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339612090
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339612090
https://www.ncbi.nlm.nih.gov/protein/750267609?report=genbank&log$=prottop&blast_rank=46&RID=ZW9EKW42014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_750267609
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_750267609
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_750267609
https://www.ncbi.nlm.nih.gov/protein/490501723?report=genbank&log$=prottop&blast_rank=88&RID=ZW9EKW42014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490501723
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490501723
https://www.ncbi.nlm.nih.gov/protein/339610136?report=genbank&log$=prottop&blast_rank=94&RID=ZW9EKW42014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339610136
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339610136
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339610136
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339610136
https://www.ncbi.nlm.nih.gov/protein/490497391?report=genbank&log$=prottop&blast_rank=97&RID=ZW9EKW42014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490497391
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490497391
https://www.ncbi.nlm.nih.gov/protein/750268375?report=genbank&log$=prottop&blast_rank=30&RID=ZWAE5C1E014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_750268375
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_750268375
https://www.ncbi.nlm.nih.gov/protein/339606923?report=genbank&log$=prottop&blast_rank=31&RID=ZWAE5C1E014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339606923
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339606923
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_339606923
https://www.ncbi.nlm.nih.gov/protein/490500495?report=genbank&log$=prottop&blast_rank=58&RID=ZWAE5C1E014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490500495
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490500495
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61

62

63

64

65

66

CT

CT/EC/
ME

CT

MlI

EC

MI

CT

PE/CT

WP 004365773.1

WP_004365955.1

WP 004364449.1

WP 004366859.1

WP 004366403.1

WP 004367464.1

WP 004365444.1

WP _004367678.1

molecular chaperone Dnal

[Prevotella nigrescens]

dehydrogenase [Prevotella

nigrescens

2-oxoglutarate ferredoxin
oxidoreductase subunit

gamma [Prevotella

nigrescens

TonB-dependent receptor

[Prevotella nigrescens]

right-handed parallel beta-
helix repeat-containing

protein [Prevotella

nigrescens
hypothetical protein

[Prevotella nigrescens]

formate--tetrahydrofolate
ligase [Prevotella

nigrescens

pyruvate:ferredoxin

(flavodoxin) oxidoreductase

[Prevotella nigrescens]

64

1231.5906

1231.5906

1231.5906

1231.5906

1231.5906

1231.5906

1231.5906

1231.5906

SGGGGGGGLGSGGS

SGGGGGGGLGSGGS

SGGGGGGGLGSGGS

SGGGGGGGLGSGGS

SGGGGGGGLGSGGS

SGGGGGGGLGSGGS

SGGGGGGGLGSGGS

SGGGGGGGLGSGGS

D2

D2

D2

D2

D2

D2

D2

D2
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https://www.ncbi.nlm.nih.gov/protein/490499643?report=genbank&log$=prottop&blast_rank=1&RID=0C2J12P3015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499643
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499643
https://www.ncbi.nlm.nih.gov/protein/490499827?report=genbank&log$=prottop&blast_rank=5&RID=0C2J12P3015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499827
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499827
https://www.ncbi.nlm.nih.gov/protein/490499827?report=genbank&log$=prottop&blast_rank=5&RID=0C2J12P3015
https://www.ncbi.nlm.nih.gov/protein/490499827?report=genbank&log$=prottop&blast_rank=5&RID=0C2J12P3015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490498299
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490498299
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490498299
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490498299
https://www.ncbi.nlm.nih.gov/protein/490500741?report=genbank&log$=prottop&blast_rank=7&RID=0C2J12P3015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500741
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500741
https://www.ncbi.nlm.nih.gov/protein/490500280?report=genbank&log$=prottop&blast_rank=8&RID=0C2J12P3015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500280
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500280
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500280
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500280
https://www.ncbi.nlm.nih.gov/protein/490501354?report=genbank&log$=prottop&blast_rank=9&RID=0C2J12P3015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501354
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501354
https://www.ncbi.nlm.nih.gov/protein/490499310?report=genbank&log$=prottop&blast_rank=10&RID=0C2J12P3015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499310
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499310
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499310
https://www.ncbi.nlm.nih.gov/protein/490501570?report=genbank&log$=prottop&blast_rank=11&RID=0C2J12P3015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501570
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501570
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501570
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https://www.ncbi.nlm.nih.gov/protein/490499869?report=genbank&log$=prottop&blast_rank=12&RID=0C2J12P3015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499869
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499869
https://www.ncbi.nlm.nih.gov/protein/490501422?report=genbank&log$=prottop&blast_rank=13&RID=0C2J12P3015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501422
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501422
https://www.ncbi.nlm.nih.gov/protein/490500518?report=genbank&log$=prottop&blast_rank=14&RID=0C2J12P3015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500518
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500518
https://www.ncbi.nlm.nih.gov/protein/490497984?report=genbank&log$=prottop&blast_rank=15&RID=0C2J12P3015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490497984
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490497984
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490497984
https://www.ncbi.nlm.nih.gov/protein/490499883?report=genbank&log$=prottop&blast_rank=17&RID=0C2J12P3015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499883
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499883
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499883
https://www.ncbi.nlm.nih.gov/protein/490501193?report=genbank&log$=prottop&blast_rank=19&RID=0C2J12P3015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501193
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501193
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501193
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501193
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501193
https://www.ncbi.nlm.nih.gov/protein/490500377?report=genbank&log$=prottop&blast_rank=20&RID=0C2J12P3015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500377
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500377
https://www.ncbi.nlm.nih.gov/protein/490499720?report=genbank&log$=prottop&blast_rank=21&RID=0C2J12P3015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499720
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499720
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=09YXM5VX014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=09YXMVRM014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499720
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https://www.ncbi.nlm.nih.gov/protein/490497391?report=genbank&log$=prottop&blast_rank=6&RID=0C2VXCAV015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A058GB401N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A0583JC01N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490497391
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A058GB401N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A0583JC01N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490497391
https://www.ncbi.nlm.nih.gov/protein/490500526?report=genbank&log$=prottop&blast_rank=7&RID=0C2VXCAV015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A058GB401N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A0583JC01N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500526
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A058GB401N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A0583JC01N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500526
https://www.ncbi.nlm.nih.gov/protein/490497066?report=genbank&log$=prottop&blast_rank=10&RID=0C2VXCAV015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A058GB401N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A0583JC01N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490497066
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A058GB401N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A0583JC01N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490497066
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A058GB401N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A0583JC01N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490497066
https://www.ncbi.nlm.nih.gov/protein/490500676?report=genbank&log$=prottop&blast_rank=20&RID=0C2VXCAV015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A058GB401N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A0583JC01N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500676
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A058GB401N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A0583JC01N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500676
https://www.ncbi.nlm.nih.gov/protein/750267842?report=genbank&log$=prottop&blast_rank=22&RID=0C2VXCAV015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A058GB401N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A0583JC01N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_750267842
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A058GB401N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A0583JC01N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_750267842
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A058GB401N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A0583JC01N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_750267842
https://www.ncbi.nlm.nih.gov/protein/339609135?report=genbank&log$=prottop&blast_rank=23&RID=0C2VXCAV015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A058GB401N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A0583JC01N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339609135
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A058GB401N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A0583JC01N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339609135
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A058GB401N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A0583JC01N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339609135
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A058GB401N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A0583JC01N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339609135
https://www.ncbi.nlm.nih.gov/protein/490500125?report=genbank&log$=prottop&blast_rank=24&RID=0C2VXCAV015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A058GB401N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A0583JC01N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500125
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A058GB401N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A0583JC01N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500125
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A058GB401N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A0583JC01N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500125
https://www.ncbi.nlm.nih.gov/protein/490499466?report=genbank&log$=prottop&blast_rank=25&RID=0C2VXCAV015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A058GB401N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A0583JC01N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499466
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A058GB401N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A0583JC01N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499466
https://www.ncbi.nlm.nih.gov/protein/339612090?report=genbank&log$=prottop&blast_rank=27&RID=0C2VXCAV015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A058GB401N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A0583JC01N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339612090
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A058GB401N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A0583JC01N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339612090
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A058GB401N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A0583JC01N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339612090
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A058GB401N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A0583JC01N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339612090
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https://www.ncbi.nlm.nih.gov/protein/750267609?report=genbank&log$=prottop&blast_rank=28&RID=0C2VXCAV015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A058GB401N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A0583JC01N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_750267609
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A058GB401N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A0583JC01N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_750267609
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A058GB401N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A0583JC01N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_750267609
https://www.ncbi.nlm.nih.gov/protein/490501723?report=genbank&log$=prottop&blast_rank=36&RID=0C2VXCAV015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A058GB401N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A0583JC01N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501723
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A058GB401N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A0583JC01N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501723
https://www.ncbi.nlm.nih.gov/protein/339610136?report=genbank&log$=prottop&blast_rank=37&RID=0C2VXCAV015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A058GB401N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A0583JC01N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339610136
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A058GB401N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A0583JC01N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339610136
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A058GB401N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A0583JC01N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339610136
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A058GB401N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A0583JC01N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339610136
https://www.ncbi.nlm.nih.gov/protein/490501293?report=genbank&log$=prottop&blast_rank=5&RID=0C36AJ91014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A1RG49C015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A1RGUK3015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501293
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A1RG49C015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A1RGUK3015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501293
https://www.ncbi.nlm.nih.gov/protein/490496294?report=genbank&log$=prottop&blast_rank=7&RID=0C36AJ91014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A1RG49C015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A1RGUK3015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490496294
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A1RG49C015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A1RGUK3015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490496294
https://www.ncbi.nlm.nih.gov/protein/490499328?report=genbank&log$=prottop&blast_rank=8&RID=0C36AJ91014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A1RG49C015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A1RGUK3015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499328
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A1RG49C015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A1RGUK3015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499328
https://www.ncbi.nlm.nih.gov/protein/490499359?report=genbank&log$=prottop&blast_rank=10&RID=0C36AJ91014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A1RG49C015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A1RGUK3015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499359
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A1RG49C015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A1RGUK3015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499359
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A1RG49C015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A1RGUK3015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499359
https://www.ncbi.nlm.nih.gov/protein/1174304480?report=genbank&log$=prottop&blast_rank=11&RID=0C36AJ91014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A1RG49C015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A1RGUK3015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_1174304480
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A1RG49C015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A1RGUK3015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_1174304480
https://www.ncbi.nlm.nih.gov/protein/490495913?report=genbank&log$=prottop&blast_rank=12&RID=0C36AJ91014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A1RG49C015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A1RGUK3015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_1174304480
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A1RG49C015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A1RGUK3015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_1174304480
https://www.ncbi.nlm.nih.gov/protein/490500927?report=genbank&log$=prottop&blast_rank=14&RID=0C36AJ91014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A1RG49C015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A1RGUK3015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500927
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A1RG49C015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A1RGUK3015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500927
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A1RG49C015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A1RGUK3015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500927
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https://www.ncbi.nlm.nih.gov/protein/490500410?report=genbank&log$=prottop&blast_rank=15&RID=0C36AJ91014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A1RG49C015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A1RGUK3015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500410
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A1RG49C015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A1RGUK3015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500410
https://www.ncbi.nlm.nih.gov/protein/490499967?report=genbank&log$=prottop&blast_rank=16&RID=0C36AJ91014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A1RG49C015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A1RGUK3015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499967
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A1RG49C015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A1RGUK3015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499967
https://www.ncbi.nlm.nih.gov/protein/490499308?report=genbank&log$=prottop&blast_rank=17&RID=0C36AJ91014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A1RG49C015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A1RGUK3015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499308
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A1RG49C015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A1RGUK3015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499308
https://www.ncbi.nlm.nih.gov/protein/490499666?report=genbank&log$=prottop&blast_rank=24&RID=0C47UJ4V014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A37UUFN014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A37UKSB015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499666
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A37UUFN014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A37UKSB015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499666
https://www.ncbi.nlm.nih.gov/protein/490498074?report=genbank&log$=prottop&blast_rank=15&RID=0C47UJ4V014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A37UUFN014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A37UKSB015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490498074
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A37UUFN014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A37UKSB015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490498074
https://www.ncbi.nlm.nih.gov/protein/490496469?report=genbank&log$=prottop&blast_rank=13&RID=0C47UJ4V014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A37UUFN014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A37UKSB015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490496469
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A37UUFN014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A37UKSB015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490496469
https://www.ncbi.nlm.nih.gov/protein/490499310?report=genbank&log$=prottop&blast_rank=11&RID=0C47UJ4V014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A37UUFN014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A37UKSB015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499310
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A37UUFN014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A37UKSB015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499310
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A37UUFN014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A37UKSB015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499310
https://www.ncbi.nlm.nih.gov/protein/490499816?report=genbank&log$=prottop&blast_rank=9&RID=0C47UJ4V014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A37UUFN014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A37UKSB015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499816
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A37UUFN014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A37UKSB015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499816
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A37UUFN014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A37UKSB015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499816
https://www.ncbi.nlm.nih.gov/protein/490500495?report=genbank&log$=prottop&blast_rank=9&RID=0C4FCXYN014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A3WEKD8014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A3WFD8E014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500495
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A3WEKD8014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A3WFD8E014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500495
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https://www.ncbi.nlm.nih.gov/protein/339606923?report=genbank&log$=prottop&blast_rank=5&RID=0C4FCXYN014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A3WEKD8014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A3WFD8E014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339606923
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A3WEKD8014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A3WFD8E014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339606923
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A3WEKD8014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A3WFD8E014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339606923
https://www.ncbi.nlm.nih.gov/protein/750268375?report=genbank&log$=prottop&blast_rank=4&RID=0C4FCXYN014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A3WEKD8014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A3WFD8E014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_750268375
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A3WEKD8014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A3WFD8E014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_750268375
https://www.ncbi.nlm.nih.gov/protein/490500302?report=genbank&log$=prottop&blast_rank=28&RID=0C4SNMA1014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A43GEX801N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A43GF2001N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500302
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A43GEX801N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A43GF2001N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500302
https://www.ncbi.nlm.nih.gov/protein/339608815?report=genbank&log$=prottop&blast_rank=27&RID=0C4SNMA1014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A43GEX801N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A43GF2001N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339608815
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A43GEX801N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A43GF2001N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339608815
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A43GEX801N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A43GF2001N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339608815
https://www.ncbi.nlm.nih.gov/protein/750268089?report=genbank&log$=prottop&blast_rank=26&RID=0C4SNMA1014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A43GEX801N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A43GF2001N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_750268089
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A43GEX801N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A43GF2001N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_750268089
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A43GEX801N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A43GF2001N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_750268089
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A43GEX801N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A43GF2001N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_750268089
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A43GEX801N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A43GF2001N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_750268089
https://www.ncbi.nlm.nih.gov/protein/339606732?report=genbank&log$=prottop&blast_rank=25&RID=0C4SNMA1014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A43GEX801N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A43GF2001N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339606732
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A43GEX801N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A43GF2001N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339606732
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A43GEX801N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A43GF2001N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339606732
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A43GEX801N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A43GF2001N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339606732
https://www.ncbi.nlm.nih.gov/protein/490500857?report=genbank&log$=prottop&blast_rank=20&RID=0C4SNMA1014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A43GEX801N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A43GF2001N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500857
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A43GEX801N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A43GF2001N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500857
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https://www.ncbi.nlm.nih.gov/protein/490501286?report=genbank&log$=prottop&blast_rank=19&RID=0C4SNMA1014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A43GEX801N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A43GF2001N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501286
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A43GEX801N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A43GF2001N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501286
https://www.ncbi.nlm.nih.gov/protein/490501212?report=genbank&log$=prottop&blast_rank=17&RID=0C4SNMA1014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A43GEX801N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A43GF2001N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501212
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A43GEX801N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A43GF2001N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501212
https://www.ncbi.nlm.nih.gov/protein/490499535?report=genbank&log$=prottop&blast_rank=15&RID=0C4SNMA1014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A43GEX801N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A43GF2001N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499535
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A43GEX801N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A43GF2001N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499535
https://www.ncbi.nlm.nih.gov/protein/490500337?report=genbank&log$=prottop&blast_rank=13&RID=0C4SNMA1014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A43GEX801N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A43GF2001N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500337
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A43GEX801N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A43GF2001N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500337
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A43GEX801N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A43GF2001N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500337
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A43GEX801N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A43GF2001N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500337
https://www.ncbi.nlm.nih.gov/protein/490500958?report=genbank&log$=prottop&blast_rank=12&RID=0C4SNMA1014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A43GEX801N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A43GF2001N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500958
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A43GEX801N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A43GF2001N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500958
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A43GEX801N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A43GF2001N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500958
https://www.ncbi.nlm.nih.gov/protein/490501339?report=genbank&log$=prottop&blast_rank=11&RID=0C4SNMA1014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A43GEX801N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A43GF2001N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501339
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A43GEX801N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A43GF2001N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501339
https://www.ncbi.nlm.nih.gov/protein/490498738?report=genbank&log$=prottop&blast_rank=9&RID=0C4SNMA1014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A43GEX801N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A43GF2001N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490498738
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A43GEX801N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A43GF2001N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490498738
https://www.ncbi.nlm.nih.gov/protein/490499521?report=genbank&log$=prottop&blast_rank=1&RID=0C4SNMA1014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A43GEX801N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A43GF2001N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499521
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A43GEX801N&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A43GF2001N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499521
https://www.ncbi.nlm.nih.gov/protein/490500744?report=genbank&log$=prottop&blast_rank=20&RID=0C507FKY014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A4GSW8N015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A4GS68N014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500744
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A4GSW8N015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A4GS68N014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500744
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https://www.ncbi.nlm.nih.gov/protein/490499445?report=genbank&log$=prottop&blast_rank=19&RID=0C507FKY014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A4GSW8N015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A4GS68N014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500744
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A4GSW8N015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A4GS68N014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500744
https://www.ncbi.nlm.nih.gov/protein/339611177?report=genbank&log$=prottop&blast_rank=17&RID=0C507FKY014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A4GSW8N015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A4GS68N014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339611177
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A4GSW8N015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A4GS68N014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339611177
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A4GSW8N015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A4GS68N014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339611177
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A4GSW8N015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A4GS68N014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339611177
https://www.ncbi.nlm.nih.gov/protein/750267646?report=genbank&log$=prottop&blast_rank=16&RID=0C507FKY014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A4GSW8N015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A4GS68N014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_750267646
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A4GSW8N015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A4GS68N014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_750267646
https://www.ncbi.nlm.nih.gov/protein/490500097?report=genbank&log$=prottop&blast_rank=15&RID=0C507FKY014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A4GSW8N015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A4GS68N014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500097
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A4GSW8N015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A4GS68N014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500097
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A4GSW8N015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A4GS68N014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500097
https://www.ncbi.nlm.nih.gov/protein/490501716?report=genbank&log$=prottop&blast_rank=14&RID=0C507FKY014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A4GSW8N015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A4GS68N014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501716
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A4GSW8N015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A4GS68N014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501716
https://www.ncbi.nlm.nih.gov/protein/750268241?report=genbank&log$=prottop&blast_rank=13&RID=0C507FKY014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A4GSW8N015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A4GS68N014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_750268241
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A4GSW8N015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A4GS68N014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_750268241
https://www.ncbi.nlm.nih.gov/protein/339607248?report=genbank&log$=prottop&blast_rank=12&RID=0C507FKY014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A4GSW8N015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A4GS68N014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339607248
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A4GSW8N015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A4GS68N014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339607248
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A4GSW8N015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A4GS68N014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339607248
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A4GSW8N015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A4GS68N014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339607248
https://www.ncbi.nlm.nih.gov/protein/490499744?report=genbank&log$=prottop&blast_rank=11&RID=0C507FKY014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A4GSW8N015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A4GS68N014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499744
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A4GSW8N015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A4GS68N014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499744
https://www.ncbi.nlm.nih.gov/protein/490501041?report=genbank&log$=prottop&blast_rank=10&RID=0C507FKY014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A4GSW8N015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A4GS68N014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501041
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A4GSW8N015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A4GS68N014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501041
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A4GSW8N015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A4GS68N014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501041
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https://www.ncbi.nlm.nih.gov/protein/490501225?report=genbank&log$=prottop&blast_rank=8&RID=0C507FKY014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A4GSW8N015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A4GS68N014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501225
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A4GSW8N015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A4GS68N014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501225
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A4GSW8N015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A4GS68N014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501225
https://www.ncbi.nlm.nih.gov/protein/490499605?report=genbank&log$=prottop&blast_rank=6&RID=0C507FKY014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A4GSW8N015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A4GS68N014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499605
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A4GSW8N015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A4GS68N014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499605
https://www.ncbi.nlm.nih.gov/protein/490499345?report=genbank&log$=prottop&blast_rank=4&RID=0C507FKY014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A4GSW8N015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A4GS68N014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499345
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A4GSW8N015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A4GS68N014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499345
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A4GSW8N015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A4GS68N014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499345
https://www.ncbi.nlm.nih.gov/protein/490500241?report=genbank&log$=prottop&blast_rank=2&RID=0C507FKY014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A4GSW8N015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A4GS68N014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500241
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A4GSW8N015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A4GS68N014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500241
https://www.ncbi.nlm.nih.gov/protein/750268375?report=genbank&log$=prottop&blast_rank=4&RID=0C5A1A90015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6D5Y4Y015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6D6ZYA015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_750268375
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6D5Y4Y015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6D6ZYA015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_750268375
https://www.ncbi.nlm.nih.gov/protein/339606923?report=genbank&log$=prottop&blast_rank=5&RID=0C5A1A90015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6D5Y4Y015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6D6ZYA015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339606923
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6D5Y4Y015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6D6ZYA015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339606923
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6D5Y4Y015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6D6ZYA015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339606923
https://www.ncbi.nlm.nih.gov/protein/490500495?report=genbank&log$=prottop&blast_rank=9&RID=0C5A1A90015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6D5Y4Y015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6D6ZYA015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500495
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6D5Y4Y015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6D6ZYA015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500495
https://www.ncbi.nlm.nih.gov/protein/490501422?report=genbank&log$=prottop&blast_rank=1&RID=0C5GGZ02014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6J792B014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6J8K3N015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501422
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6J792B014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6J8K3N015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501422
https://www.ncbi.nlm.nih.gov/protein/490501124?report=genbank&log$=prottop&blast_rank=4&RID=0C5GGZ02014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6J792B014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6J8K3N015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501124
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6J792B014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6J8K3N015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501124
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6J792B014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6J8K3N015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501124
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6J792B014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6J8K3N015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501124
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https://www.ncbi.nlm.nih.gov/protein/490500976?report=genbank&log$=prottop&blast_rank=5&RID=0C5GGZ02014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6J792B014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6J8K3N015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500976
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6J792B014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6J8K3N015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500976
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6J792B014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6J8K3N015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500976
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6J792B014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6J8K3N015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500976
https://www.ncbi.nlm.nih.gov/protein/490499875?report=genbank&log$=prottop&blast_rank=6&RID=0C5GGZ02014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6J792B014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6J8K3N015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499875
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6J792B014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6J8K3N015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499875
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6J792B014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6J8K3N015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499875
https://www.ncbi.nlm.nih.gov/protein/750267959?report=genbank&log$=prottop&blast_rank=7&RID=0C5GGZ02014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6J792B014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6J8K3N015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_750267959
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6J792B014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6J8K3N015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_750267959
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6J792B014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6J8K3N015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_750267959
https://www.ncbi.nlm.nih.gov/protein/490501723?report=genbank&log$=prottop&blast_rank=8&RID=0C5GGZ02014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6J792B014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6J8K3N015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501723
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6J792B014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6J8K3N015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501723
https://www.ncbi.nlm.nih.gov/protein/490499577?report=genbank&log$=prottop&blast_rank=9&RID=0C5GGZ02014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6J792B014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6J8K3N015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499577
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6J792B014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6J8K3N015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499577
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6J792B014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6J8K3N015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499577
https://www.ncbi.nlm.nih.gov/protein/490500506?report=genbank&log$=prottop&blast_rank=10&RID=0C5GGZ02014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6J792B014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6J8K3N015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500506
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6J792B014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6J8K3N015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500506
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6J792B014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6J8K3N015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500506
https://www.ncbi.nlm.nih.gov/protein/490500398?report=genbank&log$=prottop&blast_rank=11&RID=0C5GGZ02014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6J792B014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6J8K3N015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500398
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6J792B014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6J8K3N015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500398
https://www.ncbi.nlm.nih.gov/protein/490501708?report=genbank&log$=prottop&blast_rank=12&RID=0C5GGZ02014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6J792B014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6J8K3N015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501708
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6J792B014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6J8K3N015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501708
https://www.ncbi.nlm.nih.gov/protein/490500815?report=genbank&log$=prottop&blast_rank=14&RID=0C5GGZ02014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6J792B014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6J8K3N015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500815
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6J792B014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6J8K3N015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500815
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6J792B014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6J8K3N015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500815
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https://www.ncbi.nlm.nih.gov/protein/490500942?report=genbank&log$=prottop&blast_rank=15&RID=0C5MK5VZ015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6TNRN6014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6TN82W015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500942
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6TNRN6014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6TN82W015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500942
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6TNRN6014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6TN82W015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500942
https://www.ncbi.nlm.nih.gov/protein/490500965?report=genbank&log$=prottop&blast_rank=12&RID=0C5MK5VZ015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6TNRN6014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6TN82W015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500965
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6TNRN6014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6TN82W015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500965
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6TNRN6014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6TN82W015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500965
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6TNRN6014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6TN82W015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500965
https://www.ncbi.nlm.nih.gov/protein/490496814?report=genbank&log$=prottop&blast_rank=11&RID=0C5MK5VZ015
https://www.ncbi.nlm.nih.gov/protein/750267829?report=genbank&log$=prottop&blast_rank=10&RID=0C5MK5VZ015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6TNRN6014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6TN82W015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_750267829
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6TNRN6014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6TN82W015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_750267829
https://www.ncbi.nlm.nih.gov/protein/339609632?report=genbank&log$=prottop&blast_rank=9&RID=0C5MK5VZ015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6TNRN6014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6TN82W015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339609632
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6TNRN6014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6TN82W015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339609632
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6TNRN6014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6TN82W015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339609632
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6TNRN6014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6TN82W015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339609632
https://www.ncbi.nlm.nih.gov/protein/490499511?report=genbank&log$=prottop&blast_rank=6&RID=0C5MK5VZ015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6TNRN6014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6TN82W015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499511
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6TNRN6014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6TN82W015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499511
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6TNRN6014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6TN82W015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499511
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6TNRN6014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6TN82W015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499511
https://www.ncbi.nlm.nih.gov/protein/490501004?report=genbank&log$=prottop&blast_rank=5&RID=0C5MK5VZ015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6TNRN6014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6TN82W015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501004
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6TNRN6014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6TN82W015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501004

153

154

155

156

157

158

159

160

161

PE/CT

PE

CT

Ml

CT

CT

CT

CT/PE

ME

wWp

wWp

WP

wp

wWpP

WP

WP

WP

WP

WP_004366087.1

WP_004365796.1

WP_004364227.1

WP_004362639.1

WP_004362639.1

004365944.1

004365944.1

WP_004365567.1

004366501.1

membrane protein
[Prevotella nigrescens]

ATP-dependent helicase

[Prevotella nigrescens]

MULTISPECIES: ABC-F
family ATPase
Prevotella

NfeD family protein
[Prevotella nigrescens]

NfeD family protein

[Prevotella nigrescens]

N-acetylneuraminate

synthase [Prevotella

nigrescens

N-acetylneuraminate

synthase [Prevotella

nigrescens
penicillin-binding
protein 2 [Prevotella

nigrescens

cell surface protein SprA

[Prevotella nigrescens]

72

70

70

70

70

70

70

69

69

1266.6568

1301.7078

1301.7078

1301.7078

1301.7078

1301.7078

1301.7078

1715.8438

1715.8438

LNIDQNPGTAPK

SLDLDSHAEVK

SLDLDSIIAEVK

SLDLDSIIAEVK

SLDLDSHAEVK

SLDLDSIHAEVK

SLDLDSHAEVK

QISNLQQSISDAEQR

QISNLQQSISDAEQR

E2

E2

E2

E2

E2

E2

E2

E3

E3

100


https://www.ncbi.nlm.nih.gov/protein/490499960?report=genbank&log$=prottop&blast_rank=2&RID=0C5MK5VZ015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6TNRN6014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6TN82W015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499960
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A6TNRN6014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A6TN82W015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499960
https://www.ncbi.nlm.nih.gov/protein/490499666?report=genbank&log$=prottop&blast_rank=24&RID=0C5ZM451014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A70NBC9014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A70NA4V015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499666
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A70NBC9014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A70NA4V015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499666
https://www.ncbi.nlm.nih.gov/protein/490498074?report=genbank&log$=prottop&blast_rank=15&RID=0C5ZM451014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A70NBC9014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A70NA4V015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490498074
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A70NBC9014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A70NA4V015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490498074
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A70NBC9014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A70NA4V015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490498074
https://www.ncbi.nlm.nih.gov/protein/490496469?report=genbank&log$=prottop&blast_rank=13&RID=0C5ZM451014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A70NBC9014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A70NA4V015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490496469
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A70NBC9014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A70NA4V015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490496469
https://www.ncbi.nlm.nih.gov/protein/490496469?report=genbank&log$=prottop&blast_rank=13&RID=0C5ZM451014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A70NBC9014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A70NA4V015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490496469
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A70NBC9014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A70NA4V015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490496469
https://www.ncbi.nlm.nih.gov/protein/490499816?report=genbank&log$=prottop&blast_rank=9&RID=0HHK8CNP014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A70NBC9014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A70NA4V015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499816
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A70NBC9014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A70NA4V015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499816
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A70NBC9014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A70NA4V015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499816
https://www.ncbi.nlm.nih.gov/protein/490499816?report=genbank&log$=prottop&blast_rank=9&RID=0HHK8CNP014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A70NBC9014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A70NA4V015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499816
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A70NBC9014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A70NA4V015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499816
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A70NBC9014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A70NA4V015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499816
https://www.ncbi.nlm.nih.gov/protein/490499435?report=genbank&log$=prottop&blast_rank=21&RID=0C658AMS014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8EHGDS014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8EH0T4015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499435
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8EHGDS014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8EH0T4015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499435
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8EHGDS014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8EH0T4015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499435
https://www.ncbi.nlm.nih.gov/protein/490500379?report=genbank&log$=prottop&blast_rank=18&RID=0C658AMS014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8EHGDS014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8EH0T4015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500379
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8EHGDS014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8EH0T4015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500379
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https://www.ncbi.nlm.nih.gov/protein/490500765?report=genbank&log$=prottop&blast_rank=14&RID=0C658AMS014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8EHGDS014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8EH0T4015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500765
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8EHGDS014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8EH0T4015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500765
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8EHGDS014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8EH0T4015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500765
https://www.ncbi.nlm.nih.gov/protein/490499785?report=genbank&log$=prottop&blast_rank=10&RID=0C658AMS014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8EHGDS014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8EH0T4015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499785
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8EHGDS014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8EH0T4015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499785
https://www.ncbi.nlm.nih.gov/protein/490500971?report=genbank&log$=prottop&blast_rank=9&RID=0C658AMS014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8EHGDS014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8EH0T4015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500971
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8EHGDS014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8EH0T4015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500971
https://www.ncbi.nlm.nih.gov/protein/490500588?report=genbank&log$=prottop&blast_rank=4&RID=0C658AMS014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8EHGDS014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8EH0T4015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500588
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8EHGDS014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8EH0T4015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500588
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8EHGDS014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8EH0T4015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500588
https://www.ncbi.nlm.nih.gov/protein/490501614?report=genbank&log$=prottop&blast_rank=2&RID=0C658AMS014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8EHGDS014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8EH0T4015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501614
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8EHGDS014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8EH0T4015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501614
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8EHGDS014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8EH0T4015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501614
https://www.ncbi.nlm.nih.gov/protein/490499816?report=genbank&log$=prottop&blast_rank=9&RID=0C6GAS2S015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8KBAPC014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8KB4W6015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499816
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8KBAPC014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8KB4W6015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499816
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8KBAPC014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8KB4W6015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499816
https://www.ncbi.nlm.nih.gov/protein/490499310?report=genbank&log$=prottop&blast_rank=11&RID=0C6GAS2S015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8KBAPC014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8KB4W6015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499310
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8KBAPC014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8KB4W6015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499310
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8KBAPC014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8KB4W6015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499310
https://www.ncbi.nlm.nih.gov/protein/490496469?report=genbank&log$=prottop&blast_rank=13&RID=0C6GAS2S015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8KBAPC014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8KB4W6015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490496469
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8KBAPC014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8KB4W6015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490496469
https://www.ncbi.nlm.nih.gov/protein/490498074?report=genbank&log$=prottop&blast_rank=15&RID=0C6GAS2S015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8KBAPC014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8KB4W6015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490498074
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8KBAPC014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8KB4W6015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490498074
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8KBAPC014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8KB4W6015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490498074
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https://www.ncbi.nlm.nih.gov/protein/490499666?report=genbank&log$=prottop&blast_rank=24&RID=0C6GAS2S015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8KBAPC014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8KB4W6015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499666
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8KBAPC014&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8KB4W6015&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499666
https://www.ncbi.nlm.nih.gov/protein/490499967?report=genbank&log$=prottop&blast_rank=2&RID=0C6PSP7E014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8TVEPV015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8TV676014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499967
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8TVEPV015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8TV676014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490499967
https://www.ncbi.nlm.nih.gov/protein/490500976?report=genbank&log$=prottop&blast_rank=3&RID=0C6PSP7E014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8TVEPV015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8TV676014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500976
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8TVEPV015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8TV676014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500976
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8TVEPV015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8TV676014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500976
https://www.ncbi.nlm.nih.gov/protein/490500656?report=genbank&log$=prottop&blast_rank=4&RID=0C6PSP7E014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8TVEPV015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8TV676014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500656
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8TVEPV015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8TV676014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500656
https://www.ncbi.nlm.nih.gov/protein/565841503?report=genbank&log$=prottop&blast_rank=5&RID=0C6PSP7E014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8TVEPV015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8TV676014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_565841503
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8TVEPV015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8TV676014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_565841503
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8TVEPV015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8TV676014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_565841503
https://www.ncbi.nlm.nih.gov/protein/490501723?report=genbank&log$=prottop&blast_rank=6&RID=0C6PSP7E014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8TVEPV015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8TV676014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501723
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8TVEPV015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8TV676014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501723
https://www.ncbi.nlm.nih.gov/protein/490501220?report=genbank&log$=prottop&blast_rank=7&RID=0C6PSP7E014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8TVEPV015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8TV676014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501220
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8TVEPV015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8TV676014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501220
https://www.ncbi.nlm.nih.gov/protein/490500506?report=genbank&log$=prottop&blast_rank=8&RID=0C6PSP7E014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8TVEPV015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8TV676014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500506
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8TVEPV015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8TV676014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500506
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8TVEPV015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8TV676014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500506
https://www.ncbi.nlm.nih.gov/protein/490500012?report=genbank&log$=prottop&blast_rank=9&RID=0C6PSP7E014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8TVEPV015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8TV676014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500012
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8TVEPV015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8TV676014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500012
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8TVEPV015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8TV676014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500012
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https://www.ncbi.nlm.nih.gov/protein/490500398?report=genbank&log$=prottop&blast_rank=10&RID=0C6PSP7E014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8TVEPV015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8TV676014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500398
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8TVEPV015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8TV676014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490500398
https://www.ncbi.nlm.nih.gov/protein/490501227?report=genbank&log$=prottop&blast_rank=13&RID=0C6PSP7E014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8TVEPV015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8TV676014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501227
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8TVEPV015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8TV676014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501227
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8TVEPV015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8TV676014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501227
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8TVEPV015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8TV676014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501227
https://www.ncbi.nlm.nih.gov/protein/490501040?report=genbank&log$=prottop&blast_rank=12&RID=0C6PSP7E014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8TVEPV015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8TV676014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501040
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8TVEPV015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8TV676014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501040
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8TVEPV015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8TV676014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501040
https://www.ncbi.nlm.nih.gov/protein/490497434?report=genbank&log$=prottop&blast_rank=14&RID=0C6PSP7E014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8TVEPV015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8TV676014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490497434
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8TVEPV015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8TV676014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490497434
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8TVEPV015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8TV676014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490497434
https://www.ncbi.nlm.nih.gov/protein/339606924?report=genbank&log$=prottop&blast_rank=15&RID=0C6PSP7E014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8TVEPV015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8TV676014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339606924
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8TVEPV015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8TV676014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339606924
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8TVEPV015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8TV676014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339606924
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8TVEPV015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8TV676014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339606924
https://www.ncbi.nlm.nih.gov/protein/339606924?report=genbank&log$=prottop&blast_rank=15&RID=0C6PSP7E014
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8TVEPV015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8TV676014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339606924
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8TVEPV015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8TV676014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339606924
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8TVEPV015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8TV676014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339606924
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A8TVEPV015&CDD_SEARCH_STATE=1&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A8TV676014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_339606924
https://www.ncbi.nlm.nih.gov/protein/490501445?report=genbank&log$=prottop&blast_rank=8&RID=0C71JGFV015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A92YWR2015&CDD_SEARCH_STATE=0&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A92YPB3014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501445
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A92YWR2015&CDD_SEARCH_STATE=0&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A92YPB3014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501445
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https://www.ncbi.nlm.nih.gov/protein/490501247?report=genbank&log$=prottop&blast_rank=5&RID=0C71JGFV015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A92YWR2015&CDD_SEARCH_STATE=0&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A92YPB3014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501445
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A92YWR2015&CDD_SEARCH_STATE=0&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A92YPB3014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501445
https://www.ncbi.nlm.nih.gov/protein/490501753?report=genbank&log$=prottop&blast_rank=3&RID=0C71JGFV015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A92YWR2015&CDD_SEARCH_STATE=0&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A92YPB3014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501753
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A92YWR2015&CDD_SEARCH_STATE=0&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A92YPB3014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501753
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A92YWR2015&CDD_SEARCH_STATE=0&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A92YPB3014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501753
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A92YWR2015&CDD_SEARCH_STATE=0&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A92YPB3014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501753
https://www.ncbi.nlm.nih.gov/protein/490501723?report=genbank&log$=prottop&blast_rank=2&RID=0C71JGFV015
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A92YWR2015&CDD_SEARCH_STATE=0&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A92YPB3014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501723
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=0A92YWR2015&CDD_SEARCH_STATE=0&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&ENTREZ_QUERY=txid997352%20%5bORGN%5d&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=0A92YPB3014&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=2&OLD_VIEW=false&DISPLAY_SORT=4&HSP_SORT=0&CONFIG_DESCR=2,3,4,5,6,7,8#alnHdr_490501723
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Tabela 5: Proteinas de Prevotella nigrescens identificadas a partir da digestdo in solution da elui¢cdo com glicina-HCI.

NGmero Possi_vel . Numerg de Identificacio Score? Massa Peptideos _
localizagdo Acesso (DA)* Representativos
L-asparaginase 2
1 PE WP_004363738.1 petag 51 2027.0899 LPNITILATGGTIAGGGDSATK
[Prevotella
nigrescens]
2 CT WP_004367307.1 cell division protein 51 2027.0899 LPNITILATGGTIAGGGDSATK
FtsZ [Prevotella
nigrescens
3 EC/ME WP _004366636.1 T9SS C-terminal target 51 2027.0899 LPNITILATGGTIAGGGDSATK
domain-containing protein
(Prevotella nigrescens)
4 ME WP _004366564.1 T9SS C-terminal target 51 2027.0899 LPNITILATGGTIAGGGDSATK
domain-containing protein
[Prevotella nigrescens]
5 PE WP_004363738.1 L-asparaginase 2 28 2153.0641 ALVDAGYDGIVSAG
[Prevotella nigrescens]
6 CT WP_004365977.1 NAD-utilizing 28 2153.0641 ALVDAGYDGIVSAG

dehydrogenase [Prevotella
nigrescens]


https://www.ncbi.nlm.nih.gov/protein/490497579?report=genbank&log$=prottop&blast_rank=1&RID=ZPND8H05015
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490497579
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490497579
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490497579
https://www.ncbi.nlm.nih.gov/protein/490501195?report=genbank&log$=prottop&blast_rank=4&RID=ZPND8H05015
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490501195
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490501195
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490501195
https://www.ncbi.nlm.nih.gov/protein/490500515?report=genbank&log$=prottop&blast_rank=10&RID=ZPND8H05015
https://www.ncbi.nlm.nih.gov/protein/490500443?report=genbank&log$=prottop&blast_rank=34&RID=ZPND8H05015
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490497579
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490497579
https://www.ncbi.nlm.nih.gov/protein/490497579?report=genbank&log$=prottop&blast_rank=1&RID=ZPPM2YYD014
https://www.ncbi.nlm.nih.gov/protein/490499849?report=genbank&log$=prottop&blast_rank=2&RID=ZPPM2YYD014

10

CT

ME

PE

CT

WP _004365488.1

IMP dehydrogenase

WP_004367002.1

[Prevotella nigrescens]

AraC family transcriptional

WP _004367822.1

regulator [Prevotella

nigrescens
peptidase C10 [Prevotella

WP 004367484.1

nigrescens

ABC transporter ATP-

binding protein [Prevotella

nigrescens

28

28

28

2153.0641

2153.0641

2153.0641

2153.0641

ALVDAGYDGIVSAG

ALVDAGYDGIVSAG

ALVDAGYDGIVSAG

ALVDAGYDGIVSAG
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https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490499355
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490499355
https://www.ncbi.nlm.nih.gov/protein/490499355?report=genbank&log$=prottop&blast_rank=3&RID=ZPPM2YYD014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490500885
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490500885
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490500885
https://www.ncbi.nlm.nih.gov/protein/490500885?report=genbank&log$=prottop&blast_rank=10&RID=ZPPM2YYD014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490501716
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490501716
https://www.ncbi.nlm.nih.gov/protein/490501716?report=genbank&log$=prottop&blast_rank=13&RID=ZPPM2YYD014
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490501374
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490501374
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_490501374
https://www.ncbi.nlm.nih.gov/protein/490501374?report=genbank&log$=prottop&blast_rank=42&RID=ZPPM2YYD014
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